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S1 Figure. Percent of samples with interpretable results and sequence coverage depth per target gene segment for scanty smears. A) Percent of scanty smears (n=6) with interpretable results per target gene segment and all targets. Interpretable result is defined as coverage depth of 20X or greater. B) Sequence coverage depth (median number of mapped reads) per target gene segment for scanty smears (n=6). 
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