
	
  
	
  
Supplemental Table S2. Studies that have used fluorescent protein to investigate 

RAD51 foci formation and function. FP: Fluorescent protein. Ns: Not shown; CHO: 

Chinese Hamster Ovary; ES cells: Embryonic Stem cells.  

1YFP was fused to a rad51-I345T mutant encoding protein with a higher affinity for DNA than wild-type RAD51	
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