Table S12 The Jaccard similarity between target gene sets of subunits in the SIR complex and kinases in the STE MAPK pathway.
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	JI(sir2, sir4)=0.75
	JI(ste20=-1, afk=-1; ste7)=0.43
	JI(ste7, sir2)=0.36

	JI(sir3, sir4)=0.84
	[bookmark: OLE_LINK15][bookmark: OLE_LINK16]JI(ste20=-1, afk=-1; ste11)=0.53
	JI(ste11, sir4)=0.35

	JI(sir2, sir3)=0.75
	JI(ste20, afk)=0.44
	JI(ste7∩ste11, sir3)=0.32


[bookmark: _GoBack]SIR: SIR Complex
STE: STE mediated MAPK signal transduction pathway.
afk: fus3;kss1, i.e., double mutant of fus3 and kss1.
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