	Table S7A. Relative growth rate and doubling time of K. pneumoniae and porin mutants

	Strain 
	relative μ
	Td (minutes) 

	ATCC 13883 
	1
	32.5±1.5 

	(K35 
	0.99±0.01 
	32.9±1.6 

	(K36 
	1.02±0.03 
	32.0±1.7 

	K36GD 
	1.04±0.06 
	31.9±2.5 

	(K35(K36 
	0.91±0.04 
	35.9±1.6* 

	K35K36GD
	0.99±0.06
	33.1±1.2

	10.85
	1
	28.7±1.1 

	K35 
	0.965±0.002 
	29.5±1.2 

	K36 
	1.013±0.008 
	28.4±0.9 

	K36GD 
	1.024±0.022 
	28.1±0.7 

	K35K36 
	0.897±0.009 
	32.0±1.5* 

	K35K36GD
	0.991±0.020
	29.0±1.2

	11.76
	1
	27.8±0.1 

	K35 
	1.02±0.01 
	27.2±0.2 

	K36 
	0.99±0.01 
	27.9±0.2 

	K36GD 
	1.00±0.01 
	27.7±0.2 

	K35K36 
	0.90±0.04 
	30.9±1.5* 

	K35K36GD 
	0.99±0.02 
	28.1±0.6 


(. Growth rate. Td. Doubling time. Growth rates and doubling times were calculated on OD600 values between 0.02-0.09 which was considered to be exponential phase 1


[ ADDIN EN.CITE ]
. The relative growth rate was calculated by dividing the generation time of each mutant by the generation time of the parental strain (K. pneumoniae ATCC 13883, 10.85 or 11.76).
* The differences between the wild type and the porin mutants were statistically significant (P < 0.05).
	Table S7B. Relative growth rate and doubling time of K. pneumoniae porin mutants
 complemented

	Strain 
	relative μ
	Td (minutes) 

	10.85ΔK35ΔK36 + pACYC-184
	1
	33.8±0.6

	10.85ΔK35ΔK36 + pACYC-K36
	1.141±0.006
	29.5±0.8*

	10.85ΔK35ΔK36 + pACYC-K36GD
	1.117±0.004
	30.4±0.6*

	JIE2771 + pACYC-184
	1
	34.2±0.6

	JIE2771 + pACYC-K36
	1.122±0.004
	30.5±0.6*

	JIE2771 + pACYC-K36GD
	1.098±0.005
	31.4±0.6*


(. Growth rate. Td. Doubling time. Growth rates and doubling times were calculated on OD600 values between 0.02-0.09 which was considered to be exponential phase 1


[ ADDIN EN.CITE ]
. The relative growth rate was calculated by dividing the generation time of each mutant expressing in trans ompK36 or ompK36GD by the generation time of the double deletion OmpK35/OmpK36 strain harbouring pACYC-184 empty vector (K. pneumoniae 10.85 or JIE2771).
* The differences between the wild type and the porin mutants were statistically significant (P < 0.05).
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