	Semantic similarity measure
	Classifiers 
	HD genes
	HD + LD genes

	
	
	Assessment 1
	Assessment 1
	Assessment 2

	Resnik
	RF
	0.74
	0.72
	0.8

	
	NB
	0.67
	0.65
	0.75

	
	Linear-SVM
	0.28
	0.62
	0.66

	
	Radial-SVM
	0.52
	0.62
	0.6

	Wang
	RF
	0.74
	0.73
	0.81

	
	NB
	0.68
	0.65
	0.75

	
	Linear-SVM
	0.27
	0.63
	0.65

	
	Radial-SVM
	0.54
	0.61
	0.59

	Rel
	RF
	0.75
	0.74
	0.81

	
	NB
	0.68
	0.65
	0.76

	
	Linear-SVM
	0.29
	0.64
	0.65

	
	Radial-SVM
	0.45
	0.62
	0.6


S1 Table: The performance of classifiers over different semantic similarities matrices computed using Boot Mean Average (BMA) combining criteria.  
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