S1 Table. Strains, plasmid, and primers
	
	Description
	Reference

	strains
	
	

	[bookmark: _GoBack]S.cerevisiae MH272-3fα
	“Wild-type” strain, ura3, leu2, his3, trp1, ade2
	(1)

	S. cerevisiae Y70
	S. cerevisiae MH272-3fα (YEpGal555)
	This study

	S. cerevisiae Y71
	S. cerevisiae MH272-3fα (p1648)
	This study

	S. cerevisiae Y72
	S. cerevisiae MH272-3fα (pB14)
	This study

	S. cerevisiae Y73
	S. cerevisiae MH272-3fα (pB15)
	This study

	S. cerevisiae Y74
	S. cerevisiae MH272-3fα (pB16)
	This study

	S. cerevisiae Y96
	S. cerevisiae MH272-3fα (p1593)
	This study

	S. cerevisiae Y97
	S. cerevisiae MH272-3fα (p1594)
	This study

	S. cerevisiae Y98
	S. cerevisiae MH272-3fα (pB46)
	This study

	S. cerevisiae Y99
	S. cerevisiae MH272-3fα (p1682)
	This study

	
	
	

	plasmids
	
	

	YEpGal555
	E. coli/S. cerevisiae shuttle vector [AmpR/Ade2]
	(2)

	p1648
	Myc-VnExoY in YEpGal555
	This study

	pB14
	Myc-VnExoYK117M in YEpGal555
	This study

	pB15
	Myc-VnExoYK124I in YEpGal555
	This study

	pB16
	Myc-VnExoYK117M/K124I in YEpGal555
	This study

	p1593
	Myc-PaExoY in YEpGal555
	(3)

	p1594
	Myc-PaExoYK81M in YEpGal555
	This study

	pB46
	Myc-PaExoYK88I in YEpGal555
	This study

	p1682
	Myc-PaExoYK81M/K88I in YEpGal555
	This study

	pUM460
	inducible expression of ExoY-FH under lambda PL controlled by temperature sensitive cI (cI857)
	(3)

	pUM498
	ExoYK81M-HA in pAG415GAL-ccdB-HA [4]
	(3)

	pUM522
	inducible expression of VnExoY-FH under lambda PL controlled by temperature sensitive cI (cI857)
	(3)

	pUM530
	VnExoYK81M in pBAD33(4)
	This study

	pUM533
	As pUM460, but VnExoYK117M-FH 
	This study

	pUM536
	As pUM460, but VnExoYK117M/K124I-FH 
	This study

	pEA11
	as pGEX-6-P1(5), His-MBP-PaExoY-ST
	(3)

	pLR152
	as pGEX-6-P1, His-MBP-VnExoY-ST
	This study

	pLR153as
	As pGEX-Trx (5) Trx-VnExoY
	This study

	
	
	

	primers
	
	

	b16
	TATACTCGAGGGCTATAACTATGGTCAGGC
	

	b17
	TATAGGTACCGAGTCCGTTGAGCTTCGAAG
	

	b18
	TGTGAAGGCTATTAGCTCTGACTGG
	

	b19
	CCAGTCAGAGCTAATAGCCTTCACA
	

	1259
	CAGCTCGAGCGTATCGACGGTCATCG
	

	1260
	ACAAGGTACCTGGGTTGACCTTACGTTG
	

	b61
	GGTGAAGGGGATAAGCTCGAACTG
	

	b62
	CAGTTCGAGCTTATCCCCTTCACC
	

	1307
	GTGAAGGGGATAAGCTCGAAC
	

	1308
	GTTCGAGCTTATCCCCTTCAC
	

	1280
	GGAGATATCTCGAGGGCTATAAC
	

	40
	TAAAGTATATATGAGTAACCATGGTCTGACAGT
	

	o59
	GGCGGATCCTATAACTATGGTCAGGCTTTG
	

	o60
	GGCCTCGAGACCGAGTCCGTTGAGCTTC
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