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	Sample
	Total reads
	Reads aligned
	Ambiguous alignments (%)
	Low quality reads discarded (%)

	HM0001
	81,530,580
	2,230,469
	13.04
	0.06

	HM0002
	18,981,842
	494,528
	13.72
	0.27

	HM0003
	21,993,262
	589,945
	13.98
	0.23

	HM0004
	15,604,520
	369,719
	14.07
	0.29

	M0086
	50,516,412
	1,285,051
	13.29
	0.27

	M0163
	58,164,108
	1,444,699
	13.57
	0.08

	M0243
	46,216,454
	1,193,149
	14.16
	0.08

	M0260
	41,203,824
	1,066,945
	13.70
	0.28

	M0261
	42,389,756
	1,051,542
	13.82
	0.07

	M0273
	64,402,336
	1,518,666
	14.16
	0.08

	M0276
	14,847,962
	380,380
	13.75
	0.07

	M0299
	20,651,186
	543,509
	13.78
	0.08



