S1 Table. Sample phenotype information.  
	Cohort
	Scarce
	Normal
	Dense
	Gini-index

	TZL (discovery)*
	790
	1968
	203
	0.52

	UYG (replication)*
	68
	335
	318
	0.58

	CANDELA (replication)*
	168
	601
	1532
	0.49

	RS (replication)**
	2133
	1905
	373
	0.57


*Data from TZL, UYG, and CADELA were used for meta-analysis. **Data from RS were only used for replication. 
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