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	Trait
	HMB (n=20)
	LMB (n=20)
	P value

	MB (%)
	60.0 (60.0; 67.5)a
	40.0 (32.5; 50.0)b
	<0.0001

	MA (%)
	75.0 (70.0; 80.0)
	72.5 (67.5; 75.0)
	0.2187

	MI (%)
	80.8 (75.4; 84.2)
	79.7 (76.1; 83.3)
	0.4326

	AI (%)
	90.8 (88.3; 92.8)
	92.2 (90.9; 94.6)
	0.1134

	MP (%)
	87.8 (83.6; 89.2)
	86.6 (80.5; 89.1)
	0.5272

	CR (%)
	98.9 (98.1; 99.4)
	98.4 (96.5; 99.5)
	0.4013

	Isolated Effect of Motility After Percoll® 

	Trait
	HMA (n=20)
	LMA (n=20)
	P value

	MB (%)
	60.0 (45.0; 60.0)
	55.0 (47.5; 67.5)
	0.7415

	MA (%)
	80.0 (72.5; 82.5)a
	70.0 (60.0; 70.0)b
	0.0006

	MI (%)
	78.5 (73.1; 82.3)
	78.2 (75.3; 84.2)
	0.6167

	AI (%)
	90.8 (88.5; 94.3)
	88.7 (87.8; 92.7)
	0.2791

	MP (%)
	85.6 (83.0; 88.2)
	83.2 (79.9; 88.1)
	0.4488

	CR (%)
	98.4 (97.9; 99.2)
	98.6 (97.1; 99.1)
	0.5423

	Isolated Effect of Membrane Integrity 

	Trait
	HMI (n=20)
	LMI (n=20)
	P value

	MB (%)
	60.0 (45.0; 60.0)
	60.0 (45.0; 60.0)
	0.9680

	MA (%)
	72.5 (70.0; 80.0)
	70.0 (70.0; 80.0)
	0.9776

	MI (%)
	81.0 (78.2; 83.4)a
	75.6 (72.2; 78.6)b
	0.0012

	AI (%)
	89.1 (87.6; 91.7)
	88.7 (87.8; 91.7)
	0.9568

	MP (%)
	86.3 (83.5; 88.6)
	85.1 (81.2; 87.5)
	0.2856

	CR (%)
	98.7 (97.4; 99.3)
	98.7 (97.7; 99.1)
	0.8284

	Isolated Effect of Acrosome Integrity 

	Trait
	HAI (n=20)
	LAI (n=20)
	P value

	MB (%)
	42.5 (30.0; 60.0)
	52.5 (40.0; 62.5)
	0.2677

	MA (%)
	70.0 (65.0; 80.0)
	75.0 (70.0; 80.0)
	0.4083

	MI (%)
	77.8 (72.6; 81.9)
	78.6 (73.1; 80.7)
	0.8923

	AI (%)
	91.95 (89.9; 93.9)a
	88.7 (87.9; 89.9)b
	0.0033

	MP (%)
	86.6 (83.9; 87.7)
	84.9 (80.8; 88.0)
	0.4327

	CR (%)
	98.3 (96.8; 99.4)
	98.0 (97.0; 98.4)
	0.2553

	Isolated Effect of Mitochondrial Membrane Potential 

	Trait
	HMP (n=16)
	LMP (n=16)
	P value

	MB (%)
	47.5 (32.5; 60.0)
	50. (40.0; 60.0)
	0.5942

	MA (%)
	70.0 (70.0; 72.5)
	70.0 (70.0; 80.0)
	0.2470

	MI (%)
	77.3 (69.9; 79.1)
	73.7 (68.5; 78.3)
	0.3270

	AI (%)
	89.3 (86.8; 91.9)
	87.9 (85.5; 90.8)
	0.3270

	MP (%)
	86.6 (84.4; 88.8)a
	75.9 (72.8; 81.8)b
	0.0029

	CR (%)
	98.2 (96.6; 99.3)
	98.3 (96.1; 98.8)
	0.4284

	Isolated Effect of Chromatin Resistance

	Trait
	HCR (n=20)
	LCR (n=20)
	P value

	MB (%)
	45.0 (40.0; 55.0)
	45.0 (30.0; 60.0)
	0.7435

	MA (%)
	70.0 (67.5; 75.0)
	70.0 (65.0; 72.5)
	0.4541

	MI (%)
	79.9 (75.9; 84.3)
	78.3 (73.4; 80.5)
	0.1555

	AI (%)
	91.5 (88.1; 93.7)
	90.7 (87.9; 92.2)
	0.4568

	MP (%)
	86.7 (83.6; 90.3)
	86.3 (83.1; 88.7)
	0.3039

	CR (%)
	99.0 (98.7; 99.4)a
	96.9 (96.4; 98.6)b
	0.0004

	Combined Effect among Same Bulls

	Trait
	HSB (n=16)
	LSB (n=16)
	P value

	MB (%)
	60.0 (42.5; 62.5)a
	40.0 (30.0; 50.0)b
	0.0081

	MA (%)
	70.0 (67.5; 75.0)a
	60.0 (50.0; 70.0)b
	0.0294

	MI (%)
	79.8 (75.2; 84.1)a
	67.5 (53.9; 74.5)b
	0.0006

	AI (%)
	91.0 (87.2; 94.3)a
	80.3 (71.4 88.3)b
	0.0006

	MP (%)
	86.8 (84.8; 88.7)a
	74.6 (66.4; 82.7)b
	<0.0001

	CR (%)
	98.7 (96.5; 99.1)a
	97.7 (89.0; 98.5)b
	0.0345

	Combined Effect among Different Bulls

	Trait
	HDB (n=16)
	LDB (n=16)
	P value

	MB (%)
	60.0 (50.0; 65.0)a
	32.5 (30.0; 55.0)b
	0.0059

	MA (%)
	75.0 (70.0; 82.5)a
	62.5 (52.5; 70.0)b
	0.0064

	MI (%)
	86.5 (84.6; 88.2)a
	60.1 (53.9; 65.5)b
	<0.0001

	AI (%)
	95.7 (94.2; 96.5)a
	76.0 (71.1; 82.1)b
	<0.0001

	MP (%)
	88.9 (87.9; 91.0)a
	68.7 (64.2; 77.5)b
	<0.0001

	CR (%)
	99.3 (99.1; 99.7)a
	95.3 (86.6; 98.1)b
	0.0002



