
9.35e−09
6.09e−09
5.74e−09

0.000406066
7.73e−09
7.53e−09
7.14e−09
6.02e−09

7.13e−09
6.86e−09
9.04e−09
9.6e−09

0.00036326
0.002868311
0.003456485
5.43e−09
6.89e−09
8.31e−09

0.000301315
6.69e−09

0.006791222
0.01254584
6.75e−09
6.83e−09
0.00259348
8.21e−09
9.45e−09

0.000442528
8.63e−09
7.44e−09
6.6e−09
7.25e−09

0.000337384
6.94e−09
7.63e−09
8.09e−09

0.000356233
6.85e−09
7.08e−09

0.000650415
6.97e−09
8.88e−09

7.81e−09
0.002408627
9.7e−09

0.00044069
6.91e−09
7.92e−09
7.89e−09
5.21e−09
0.02568713
5.01e−09
5.05e−09
8.36e−09

0.000735412
9.84e−09
7.67e−09
6.86e−09
9.23e−09
7.07e−09

5.89e−09
9.16e−09

0.00532401

5.68e−09
9.27e−09

8.19e−09
5.06e−09
0.0432761
0.001051303
8.13e−09
9.49e−09
9.32e−09
5.19e−09
5.87e−09
8.62e−09
0.2013659
0.5272929
9.73e−09
9.06e−09
7e−09

0.4938436
0.001342749
0.00326345
8.24e−09

0.000765645
0.000790122
8.74e−09
0.0166209
9.33e−09
5.62e−09
0.5408654
6.81e−09
9.88e−09
0.3095744
0.1660128
0.003204202
0.02847156
0.00124141
0.04576059
5.58e−09
0.5067963
9.63e−09
5.93e−09

0.001030043
7.7e−09
6.35e−09
8.16e−09
9.08e−09
7.14e−09
7.8e−09
0.1187897
7.73e−09
9.8e−09

0.009009716
7.23e−09

0.002703905
9.89e−09
5.75e−09
6.79e−09
0.4248154
9.32e−09
6.03e−09
6.8e−09
0.1333445
6.47e−09

0.004740721
0.001236817
8.92e−09

0.000323531
7.07e−09

0.001454528
8.28e−09
8.96e−09
6.68e−09

7.76e−09
8.85e−09

0.001158348
0.004348366
9.64e−09
9.49e−09

0.003143093
0.001022731
5.95e−09
8.15e−09
0.1943447
0.4825202
0.00087314
0.00070746
8.52e−09
0.5259594
6.34e−09
0.02974565
0.000852995
0.02350824
0.000981036
5.58e−09
0.01126387
0.001551546
6.33e−09
0.532259
6.55e−09
7.26e−09
0.2984228
0.1654708
0.004503041
0.03114393
8.87e−09
0.07692114
5.91e−09
0.5302677

7.77e−09
5.17e−09

0.000691012
6.5e−09
7.18e−09
8.68e−09
6.92e−09
8.97e−09
0.1503637
9.05e−09
8.37e−05
0.01296705
6.25e−09
8.35e−09
9.63e−09

0.001486778
0.003718366
0.4642517
8.99e−09
9.58e−09
5.2e−09

7e−09
5.97e−09

0.000873263
6.74e−09

0.000105884
5.79e−09
5.95e−09
8.24e−09
9.13e−09

0.002430491
0.000524462

9.91e−09
7.57e−09
0.02877311
0.001148292
8.91e−09
8.33e−09
8.43e−09

0.000646048
8.74e−09
8.65e−09
0.1483148
0.5049257
5.22e−09
8.31e−09
8.01e−09
0.5007309
8.5e−09

0.007607041
0.000677999
3.04e−05

0.001612646
8.48e−09
0.00897698
9.57e−09
9.54e−09
0.519356
0.01539145
0.001409758
0.3512704
0.1476601
6.96e−09
0.04308273
0.001771259
0.05323049
6.53e−09
0.5185891
7.11e−09
8.78e−09
9.56e−09
8.67e−09
7.07e−09
7.59e−09
8.93e−09
6.23e−09
7.51e−09
0.08919351
0.03307584
8.45e−09
0.02672729
6.67e−09

6.53e−09
0.4491233
0.01100009

7.5e−09
0.2079528

5.11e−09
9.1e−09
6.39e−09
0.00029361

9.46e−09
7.52e−09

0.000167713
9.62e−09

6.5e−09

7.27e−09
0.000389184
9.87e−09
5.89e−09
5.55e−09

0.000162542
5.97e−09
8.44e−09

0.001048215
6.69e−09
7.84e−09

0.000768436
5.81e−09

0.001216635
0.000277363
0.000718977
8.07e−09

0.000790895
7.74e−09

0.000988112
0.01494508
9.1e−09
8.24e−09

0.001656219
0.001011385
5.54e−09
7.45e−09
8.17e−09

6.62e−09
0.000342196
7.32e−09
7.78e−09
8.66e−09
6.12e−09
9.82e−09
6.05e−09
5.83e−09
9.71e−09
8.37e−09
8.98e−09

5.54e−09
0.001533579
7.04e−09
6.49e−09
5.01e−09

6.98e−09
7.69e−09
6.25e−09
9.64e−09
9.52e−09
7.17e−09
8.97e−09
6.25e−09

0.000407288
5.35e−09
6.05e−09
0.00263832
8.4e−09
7.59e−09
8.02e−09

6.04e−09
5.31e−09
9.03e−09
5.24e−09

0.01989334
0.009254045
0.02761624
0.01192607
0.01422417
0.01433923
0.02696725
0.01948588
0.01976959
0.04368838
0.1446871
0.5086385
0.03833998
0.01541212
0.03381435
0.4803353
0.01197487
0.01130075
0.02330404
6.98e−09
0.03379991
0.0289332
0.06751618
0.05121231
0.0093991
0.5289173
0.000794246
0.01495879
0.3259759
0.165151
0.03747466
0.03395853
0.02367238
0.06121417
0.00999114
0.5132754
0.1021623
0.03372106
0.03452524
0.04259909
0.01726966
0.01521588
0.02678556
0.01727022
0.02943425
0.182288
0.05607497
0.03539345
0.01271062
0.02344542
0.02937568
8.94e−09
0.02646323
0.02479089
0.4460699
0.03836902
0.01444265
0.03192988
0.1690601
0.01163412
0.06574998
8.02e−09
0.01129911
0.03028723
0.03168245
0.06868034
0.01977596
0.05582436
0.007202262
0.008997978

5.91e−09
8.4e−09

0.04763997
0.000189757
9.1e−09
9.28e−09

0.000486894
5.63e−09
5.35e−09

0.004798565
0.1376147
0.5182614
5.59e−09
9.49e−09

0.001212113
0.5176071
8.5e−09

0.006968481
5.84e−09

0.001565975
7.84e−09
5.8e−09

0.007805031
0.001399324
6.18e−09
0.5016093
9.74e−09
5.62e−09
0.3295805
0.1793642
0.002039907
0.02332573
7.95e−09
0.03681583
0.00031139
0.4244138
6.35e−09
7.76e−09
8.7e−09

0.003202794
7.64e−09
6.3e−09
7.17e−09

8.63e−09
0.1838762
9.21e−09

0.001053993
0.00827292
6.53e−09
8.51e−09
5.42e−09
5.25e−09
5.48e−09
0.4485251
9.09e−09
6.49e−09
6.99e−09
0.07119758
8.4e−09
7.69e−09

0.006309974
5.13e−09

0.000970074
8.77e−09

7.37e−09
0.000922232
0.002134272
8.37e−09

P1
P10
P11
P12
P13
P14
P15
P16
P17
P18
P19
P2
P20
P21
P22
P23
P24
P25
P26
P27
P28
P29

P3
P30
P31
P32
P33
P34
P35
P36
P37
P38
P39

P4
P40
P41
P42
P43
P44
P45
P46
P47
P48
P49

P5
P50
P51
P52
P53
P54
P56
P57
P58
P59

P6
P62
P63
P64
P65
P66
P67
P68
P69

P7
P70
P71
P72
P73

P8
P9

ACC1 ACC4 Artery Brain Colon Skin Liver
Samples

Lo
ci

BBLD1005

Hetero

Mosaic

Ref-homo

Genotype


