[bookmark: _GoBack]Supplemental Figure S3. Hierarchical cluster analysis of the 542 “focus” genes selected as differentially expressed (ANOVA P-values of < 0.001 and false discovery rates of ≤ 5%) by the pituitary of steers grazing high- (HE, n = 8) vs. low- (LE, n = 8) endophyte-infected forages. As indicated by the legend color box, white color in the middle represents the mean value, 0; red color represents gene expression levels above the mean expression; and blue color denotes expression below the mean. The intensity of the color reflects the relative intensity of the fold change. 
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