Supplemental Figure S2. Principle component analysis of microarray transcriptome analysis of 16 pituitary samples from steers grazing high- (HE, n = 8, red dots) or low- (LE, n = 8, blue dots) endophyte-infected forages. The red and blue dots represent linear combinations of the relative expression data, including expression values and variances, of the 26,675 gene transcripts in each Bovine GeneChip.[image: Supplemental Fig]
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