[bookmark: _GoBack]S2 Table Strongly supported DENV migrations estimated from E gene segment
	Area-A
	Area-B
	Indicator
	BF*
	Serotype

	Laos
	Thailand
	1
	[bookmark: OLE_LINK25]>1000
	DENV-1

	Cambodia
	VietNam
	1
	>1000
	DENV-1

	China
	Singapore
	1
	>1000
	DENV-1

	Myanmar
	Thailand
	0.99
	784
	DENV-1

	China
	Thailand
	0.97
	166
	DENV-1

	India
	Thailand
	0.97
	161
	DENV-1

	China
	Japan
	0.93
	79
	DENV-1

	China
	Indonesia
	0.9
	53
	DENV-1

	Cambodia
	Thailand
	0.89
	47
	DENV-1

	Indonesia
	Singapore
	1
	>1000
	[bookmark: OLE_LINK29][bookmark: OLE_LINK35]DENV-2

	Cambodia
	Thailand
	1
	>1000
	DENV-2

	China
	Indonesia
	1
	>1000
	DENV-2

	Philippines
	China Taiwan
	0.98
	276
	DENV-2

	Brunei
	Indonesia
	0.95
	109
	DENV-2

	India
	SriLanka
	0.94
	87
	DENV-2

	China
	Thailand
	0.94
	87
	DENV-2

	India
	SriLanka
	0.99
	851
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	Singapore
	China Taiwan
	0.95
	104
	DENV-3

	Saudi Arabia
	Singapore
	0.94
	84
	DENV-3

	Cambodia
	VietNam
	0.91
	59
	DENV-3

	Cambodia
	Thailand
	0.91
	55
	DENV-3

	India
	Pakistan
	0.9
	51
	DENV-3

	China
	Thailand
	0.89
	48
	DENV-3

	China Taiwan
	Thailand
	0.87
	39
	DENV-3


Only statistically supported migrations with indicator values >0.50 and BF >30 are shown.


