
                                                                                                                                                                     

ePVCVL Oryza group (1) ---------------------------------------------AGATCTTGTCATCCCCGACAAAGATCACTATTCAAGA---TAAGGAATCTACACTATTCCAGATAAGATAAGTCTATAGTCAAAAGGCGATATTATGA------- 

ePVCVL non-Oryza group (1) ATATCCTTCAAGGACAAAGGAATCTACATTATTGAAGATAAGACCAAACATTATCAAGAGTCTAAAGGCTCATCATGAAGGCCTTTTCAAAGTCAAAAGTAT-CATCATAATGCCCATAGATAGTCAAAAAGAGATATCATGAAGATGCT 
                                                                                                                                                

                    

ePVCVL Oryza group  (96) ---CATCTTTATTAAAGGTCAAAAGCGTCATCACCAAAGATTCTC------TCCATGAA----GTCTAAAGGGATATCATGAA----CTCTTTGAAGTCAAGAAGAGAT-----------ATCATGAAGATTC---TCTACCGAG----- 

ePVCVL non-Oryza group (150) CCACTACTTTTGTGAAG-TCAAAAAGATCATCATGAA-GATTCCCCAATAATGTATGACAAGGGTCAAAAAGACCATCATGAAGATGCACCAATAATGCAAGAAAAGAGTCAAAAGAGTCATCATGAAGATGCACCTCCACCAACAACCA 
                                                                                                                                                  

                  

ePVCVL Oryza group (210) ------------CGCTATATAAG-----------------GGGCTCACCAT-CACATTTCAGAGGCATCGCATTTCACACACAACACATCTCACTCA-ACCATTCCTCTCACCTCTC--CACCAGCCATCACACTCCA-CTCCAC--TCC 

ePVCVL non-Oryza group (298) TATCCTTGCCACCCCTATATAAGAAGAGGAAGAGGCAAGAGGAGGGAGCACGCAGAATACA-ACGCAGAAAACTTCAGACGCAAAACTTCAGACGCAGACTACTCCACACACACCCAAGCTCAAGCCCTCAAGCTCGAGCAACACCATCC 
                                                                                                                                                    

                

ePVCVL Oryza group (324) ATCTAAGTGTT--AGTACTATAGTATAACCTAAATAAAAGACTCATGAGAGTCTAAGTGTGAGAGTCTATGTAAGAGTC--CTTGTGAG--AGTCC-TGTACCTGTATAATTACGAACGTGTTGTACCAAGTCCTTGGTGTAATCTTCAG 

ePVCVL non-Oryza group (447) ACCTAAGTATTGTAGTAGTGTCATGTACTCTAAATA-----------AGAGGCTCAGTGTGAGAGTCTAA-TGAGAGTCGTCTTGTAAACAAGTCCCTGTAC-TTTGTTCGTGTGTTCGTGT-GTATCAAGAGCCTGGTGTACTACTCGA 
                                                                                                                                                          

          

ePVCVL Oryza group (467) AAGGATCTACCTTCAACCTATCAAGGTATATGAATGAACACCTGGACCGT-TCTATATAAACCTACT-ATGTTCTAAATATCTAAT-TTTATATCTTGTACATAATTCGTATTTACAGCTTGTCTTTATTTCCTGTACTGC-------AT 

ePVCVL non-Oryza group (583) AGGCATTCACCTTCGAC-TATCAAGGTACCT-AATATAATCCAGGACTATGTTTGTATAATTATGTTCATGTTCTACTTTCTTTATATTTCGTTCTATGTTATATTGTGTTAGTTGTGTGTTTCTTTATTAATTAAAAATCCAAAAATAT 
                                                                                                                                                              

      

ePVCVL Oryza group (607) TTAT-GTTTGCATAATAATATAAAAAAAAATTAA---CAACCTGGATTGC------CATCCAATTGTCACATACTA-ATCTCACATCCA-AGATTGCATATAGATACTGCATTCCTATCCTCATATCTGGTGACTAGACCCCTAGTCACT 

ePVCVL non-Oryza group (731) TTATAGTTATTACTTTCATATTAATTACTTTTATGTTCATTCTATCTTCCGCACTGCATCCGATTTTACTTTCCTGCATATAAACTGCATATAAAACCCATAAAAACTCCACCTTCACGGACATACCATCCTAATCC-CACCTAGAC-CT 
                                                                                                                                                                 

  

ePVCVL Oryza group (745) GCCCTGGGT----TAGAGCTGGTATCAGAGCCAA---GTGCTCGTAACCTCCCCAAGCCATCTTCTCCGAAAGGGGGGGGAAGAGGGGTCGGGTAGCGTGCTGAAGTCGCGGTGATCCCGAACGGTGTGGTGGTGTTCTGAAGTCGCGGA 

ePVCVL non-Oryza group (879) GGACTCGATCCTTTCAAGCTGGTATCGGAGCCACTAGGTTCGCCCGAGCTCCCCAAGCCATCTTCTCCGAACGGGGGGG--AGAGGGTGCGG-TAGTAGGCCGAAGTCGCGGAGATCCCGTA--GTGTGTTGGTACGCCGAAGTCGCGGA 
                                                                                                                                                                 

 

ePVCVL Oryza group  (888) GTTCC-------------------------CGAACCTTTGATC---GGTTGCCTGAAGTCG----------------------CGTT-GCCTTGTTGAGCCGCAGAA--GGCGTTTGTCGGCGTA-ATTCGTTG-ACTGGGCACTTA--- 

ePVCVL non-Oryza group (1024) GATCCTGTTTCCTCTTGTAAGAGTTCGCCTCGACCCGTTAGTCTAAGCTTGCCTCGACCCGTTAGTCTAAGCTTGCCTCGACCCGTTAGCCTTGTTTAGCCGAAGGATAGGCGTTTGTTGGCGTTGAAACGTTGGACTAGCAGCTTAGGC 
                                                                                                                                                               

   

ePVCVL Oryza group  (980) --TCAAA------------------GGC----AAAGGTTGAACT------------------------------TAATTGTGGGAAATATTCCCTGCCGTTG-ACTGGAACACATCATATCCAAATAGGTTGATCATAATTGTGGGAGAT 

ePVCVL non-Oryza group (1174) GGTGAAACGTTGGACTAGCAGCTTAGGCGGTGAAACGTTGGACTAGCAGCTCGAACAGAGAAACAAGTCGATCTTAATTGTGAGGTTTAA-CCCTGCCGTTGGACTGGAAACCAT-ATACCCTACAAGGT-GATCTTAATTGTGAGGTTT 
                                                                   

 

ePVCVL Oryza group (1075) TTCCCCGCCGTTGT-CTGGTAACTACCT-ACCTATCTTCCTATCT-TTCGTATAAG 

ePVCVL non-Oryza group (1321) ATCCCTGCCGTTGGACTGGAAACTACCCCATCTAAACTCCTTTGTCTTCGTATAAG 
 

 

 

                                                                                                                                                                     

ePVCVL2 Oryza group  (1) --------TCAAGAT----ATGACGACAGATCTTGTCA---CCAAGATA-----ATGAATAAAGATCTTGTCATCCCCGACAAAGA---TCACTATTCAAGAT-AAGGAATCTACACTATTCCAGATAAGATAA----GTCTATGG---- 
ePVCVL2 non-Oryza group (1) AATCACAATCAAAATGAAGAAGACTAGATATCTTTCAAGGACAAAGGAATCTACATTATTGAAGATAAGACCAAACATTATCAAGAGTCTAAAGGCACATCATGAAGGCCTTTACAAAGTCAAAAGTATCATCATAATGCCTATAGATAG 
                                                                                                                                                                   

 

ePVCVL2 Oryza group  (119) TCAAAAGGCGATATTATGA----------CATCTTTATTGAAGGTCAAAAGCGTCATCATCAAAGATTCTC------TCCATGA----AGTCTAAAGGGATATCATGAA----CTCTTTGAAGTCAAGAAGAGAT-----------ATCA 

ePVCVL2 non-Oryza group (151) TCAAAAAGAGATATCATGAAGATGCTCCACTACTTTTGTGAAG-TCAAAAAGGTCATCATGAA-GATTCCCCAATAATGTATGACAAGAGTCAAAAAGACCATCATGAAGATGCACCAATAATGCAAGAAAAAAGTCAAAAGAATCATCA 
                                                                                                                                                                   

 

ePVCVL2 Oryza group  (234) TGAAGATTC---TCTACCGAG-----------------CGCTATATAAGGGGCTCACTATCACATTTCAGAGGCATCGCAT------TCCACACACAACACATCTCACTCAACCATTCCTCTCACC-GCTCCA-CCAGCCATCACACTCC 

ePVCVL2 non-Oryza group (299) TGAAGATGCACCTCCACCAACAACCATATCCTTGCCACCCCTATATAAGAAGAGGAAGAGGCAAGAGGAGAGGCA-CGCAAAAAAACTTCAGACGCAAAACTTGAGACAAAAACTTCACACACCCAAGCTCAAGCCCTCAAGCACGAGCA 
                                                                                                                                                                   

 

ePVCVL2 Oryza group  (356) ACTCCACTCCATCTAAGTGTT--AGTACTATAGTATAACCTAAATAAAAGACTCATGAGAGTCTAAGTGTGAGAGTCTATGTAAGAGTCCTTGTGAGAGTCCTGTACCTGTATAATTACGAACGTGTTGTACCAAGTCCTTGGTGTAATC 

ePVCVL2 non-Oryza group (448) ACACCA-TCCACCTAAGTATTGTAGTAGTGTCATGTACTCTAAATAAGAGGCTCA-----------GTGTGAGAGTCTAA-TGAGAGTCGTCTTGTAAA-CAAGTCCCTGTACTTT---GTTCGTGT-GTATCAAGAGCCTGGTGTACTA 
                                                                                                                                                                   

 

ePVCVL2 Oryza group  (504) TTCAGAAGGATCTACCTTCAACCTATCAAGGTATATGAATGAACACCTGGACCGT-TCTATATAAACCTACT-ATGTTCTAAATA-TCTAATTTTATATCTTGTACATAATTCATATTTACAGCTTGTCTTTATTTCCTGTACTGC---- 

ePVCVL2 non-Oryza group (580) CTCGAAGGCATTCACCTTCGAC-TATCAAGGTACCT-AATATAATCCAGGACTATGTTTGTATAATTGTGTTCATGTTCTACTTTCTTTACATTTCTTTCTATGTTATATTGTGTTAGTTGTGTGTTTCTTTATTAATTAAAAATCCAAA 
                                                                                                                                                                   

 

ePVCVL2 Oryza group  (647) ---ATTTATGTTTGCATAATAATATAAAAAAAAATTAA---CAACCTGGATTGC------CATCCAATTGTCACATACTA-ATCTCACATCCAAGATTGCATATAGATACTGCATTCCTATCCTCATATCTGGTGACTAGACCCCTAGTC 

ePVCVL2 non-Oryza group (728) AATATTTA-GTTTTTACTTTTATATTAATTACTTTTATGTTCATTTTATCTTCCGCACTGCATCCGATTTTACTTTCCTGCATATAAACTGTATAAAAACC-ATAAAAACTCCACCTTCACGGACATACCATCCTAATCC-CACCTAGAC 
                                                                                                                                                                  

 

ePVCVL2 Oryza group  (784) ACTGCCCTGGGT----TAGAGCTGGTATCAGAGCCAA---GTGCTCGTAACCTCCCCAAGCCATCTTCTCCGAAAGGGGGGGGAAGAGGGGTCGGGTAGCGTGCTGAAGTCGCGGTGATCCCGAACGGTGTGGTGGTGTTCTGAAGTCGC 

ePVCVL2 non-Oryza group (875) -CTGGACTCGATCCTTTCAAGCTGGTATCGGAGCCACTAGGTTCGCCCGAGCTCCCCAAGCCATCTTCTCCGAACGGGGGGG--AGAGGG-TGCGGTAGTAGGCCGAAGTCGCGGAGATCCCGTA--GTGTGTTGGTACGCCGAAGTCAC 
                                                                                                                                                                 

 

ePVCVL2 Oryza group   (927) GGAGTTCC-------------------------CGAACCTTTGATC---GGTTGCCTGAAGTCG----------------------CGTT-GCCTTGTTGAGCCGCAGAA--GGCGTTTGTCGGCGTA-ATTCGTTG-ACTGGGCACTTA 

ePVCVL2 non-Oryza group (1021) GGAGATCCTGTTTCCTCTTGTAAGAGTTCGCCTCGACCCGTTAGTCTAAGCTTGCCTCGACCCGTTAGTCTAAGCTTGCCTCGACCCGTTAGCCTTGTTTAGCCGAAGGATAGGCGTTTGTTGGCGTTGAAACGTTGGACTAGCAGCTTA 
                                                                                                                                                                 

 

ePVCVL2 Oryza group  (1021) -----TCAAA------------------GGC----AAAGGTTGAACT------------------------------TAATTGTGGGAAATATTCCCTGCCGTTG-ACTGGAACACATCATATCCAAATAGGTTGATCATAATTGTGGGA 

ePVCVL2 non-Oryza group (1171) GGCGGTGAAACGTTGGACTAGCAGCTTAGGCGGTGAAACGTTGGACTAGCAGCTCGAACAGAGAAACAAGTCGATCTTAATTGTGAGGTTTAA-CCCTGCCGTTGGACTGGAAACCAT-ATACCCTACAAGGT-GATCTTAATTGTGAGG 
                                                                     

 

ePVCVL2 Oryza group  (1114) GATTTCCCCGCCGTTG-ACTGGTAACTACCT-ACCTATCTTCCTATCT-TTCGTATAAG 

ePVCVL2 non-Oryza group (1318) TTTATCCCTGCCGTTGGACTGGAAACTACCCCATCTAAACTCCTTTGTCTTCGTATAAG 
 

A 

B 

S11 Fig. Sequence comparisons of IGRs between Oryza and non-Oryza ePVCVL/ePVCVL2 groups. Pairwise 

alignments were generated between ePVCVL Oryza and non-Oryza groups (A) and between ePVCVL2 Oryza 

and non-Oryza groups (B) using consensus sequences constructed from O. sativa and S. bicolor genomes, 

respectively. Identical sites are indicated by black backgrounds. The relative position of the first nucleotide in 

each row of the alignment is given in parentheses. Red arrows, straight lines, and wavy lines indicate predicted 

strand discontinuity (i.e., the start of the minus-strand 5′-terminal), primer binding sites, and polypurine tracts, 

respectively. 


