S4 Table	Descriptive statistics of sequences and phylogenetic performance from each locus of combined dataset. 
	Locus
	[bookmark: _GoBack]COI
	RAG1
	TOTAL

	Codon Position
	1st
	2nd
	3rd
	1st
	2nd
	3rd
	

	Lengtha (in bp)
	206
	206
	206
	491
	491
	490
	2090

	No. of variable sites (in %)
	67 (33.5%)
	19 (9.2%)
	206 (100%)
	62 (12.6%)
	37 (7.6%)
	249 (50.8%)
	640 (30.6%)

	No. of Parsimony-informative sites
	60
	13
	206
	46
	28
	195
	548


a Calculated from length of aligned DNA nucleotide sequences in base pair (bp).
