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S3 Fig. (Panel A): Principal Coordinate Analysis of unweighted UniFrac distances of 16S rRNA genes
representing the difference in microbial communities (i.e., beta diversity) between large breed (red
circles) and small breed dogs (blue squares) at 42 days of age. (Panel B): Principal Coordinate Analysis
of unweighted UniFrac distances of 16S rRNA genes representing the difference in microbial

communities (i.e., beta diversity) between no antibiotic administration (red circles) and antibiotic

administration (blue squares) at any point in time during the study at 42 days of age.




