Supplementary Figure 1. Principal component analysis (PCA) plots used for the analysis of

potential confounding factors. (A) The set of markers analyzed in the anatomical tumor types

was tested by replacing in each tumor sample the immunohistochemical scores (data values) by

a binary constant indicating if the marker had been analyzed or not. The plot shows an

admixture of all pancreatic and biliary anatomical tumor types and clustering tendency for

hepatocellular carcinoma (the control group). The former disregards bias due to marker

selection for the pancreatic and biliary tumors object of this study. (B) Shows an admixture of

probe types throughout the entire plot, disregarding its role as confounding factor.

By analyzed markers

° :' 4
% . ‘:%00 Qi.‘:.
o0 o ®
:. o © .o :0 ioﬁ;?«m:“.
g :’.a:.’“f.a ‘; ec
g < o.0°"o :;..o % s
- ‘l
s | e f'

-0.05

PC2

By type of probe

0.10
|

0.05
L

0.00
L

-0.05

-0.10

@ Biopsy

® Resection

T
0.01

T
0.02

T T T T T
0.03 0.04 0.05 0.06 0.07

PC1



