S1 Table. Primers used for detection and sequencing of bornaviruses in this study

Assay Primer Sequence (5’ to 3°) Reference

Ncon Ncon-F CCHCATGAGGCTATWGATTGGATTAACG [1]
Ncon-R GCMCGGTAGCCNGCCATTGTDGG [1]

Mcon Mcon-F GGRCAAGGTAATYGTYCCTGGATGGCC [1]
Mcon-R CCAACACCAATGTTCCGAAGMCG [1]

ABBV-1 M ABBV-1_1990+* GGTAATTGTTCCTGGATGGC [2]
ABBV-1 2322-° ACACCAATGTTCCGAAGACG [2]

Ccon Ccon-F GGTGTGGTGATTGGKTCTTC [3]
Ccon-R SGGYGAYTCAAAGTCTGTAG [3]

Sequencing ABBV-1_634+ CCTCATGAGGCTATTGATTGG [2]
ABBV-1_991- AGTAGAATGCCGCAGAAGC [2]
ABBV-1 2876+ TAGGCGGTCATATCCTCTTGTG this study
ABBV-1 3108- GCAATCTTCCCATGCATCTC this study
ABBV-1 3934+ TGGTGTCCTCATTAGATCCGC this study
ABBV-1 _4134- GGTCCAATATCAGCCTCCCG this study
ABBV-1_4905+ AGGCTGTTATTAATTCAAGACGTG this study
ABBV-1_5091- ACGGAGCCCTTGTAAAACGG this study
ABBV-1_ 5870+ AGAGTCACTGATTCAACAGGTG this study
ABBV-1_6047- CTTGCATTATTGAGGGCGGC this study
ABBV-1 6931+ AACCAGAGCTGCTAACCTTG this study
ABBV-1_7083- CCACCTTGTATATTTGGACGGAC this study
ABBV-1_8019+ ATTCGCTGGCAGGTAAAGGG this study
ABBV-1_8190- GTAGGGTCGCCTGCTAACAC this study
CnBV-1_834- CTGCGGGAATTGTTAGTGTC this study
CnBV-1_1455+ CCAAAGGACAGGAAGGGAGC this study
CnBV-1_1466- CCTGTCCTTTGGTCTGGGTC this study
CnBV-1_2291- GGACCAATGCCAATATTCCGC this study
CnBV-2 592- AGCTGGCCTATTGAGTGATG this study
CnBV-2_1314- GTACTGTCTGCGGGTCTTCC this study
CnBV-2 1475+ CAAGCAACTCGTGACTGAGC this study
CnBV-2 2310- GCGAATGTCAGGTGCAAGAG this study
CnBV-3 725- TCCATGAATTCCTTCCCGGG this study
CnBV-3 1526- TTTTCCGCCAGCTCAGTGAC this study
CnBV-3 2321- GAGCCTGAGGTGCGGATATC this study
PaBV-2_1+° TGTTGCGGTAACAACCAAC this study
PaBV-2_ 500- CCCCAATAAGGAGTGAACAGC this study
PaBV-2 1183- GTTCATTAGTTTGCAAATCC this study
PaBV-2 1765+ CTGCAACGATGCTTCCCTC this study
PaBV-2 2293- TGGAATGGCGTATGTCTGGG this study
PaBV-2 8914-" GCGCTACAACAAAACCAC this study
PaBV-4 838- GCTACAGCCGGAATTGTTAG this study
PaBV-4 1236- CCAGCAATGTCAATTCCAAG this study
PaBV-4 1569+ AGGAGCCAAACTGGAAACAG this study
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Bornavirus.
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