[bookmark: _GoBack]S11 Table. Best-supported HepG2 mRNA synthetic reads spanning novel splice junctions.
	Chromosome
	Intron start position
	Intron stop position
	No. of supporting synthetic long reads
	Typea

	2
	73583653
	73585593
	4
	Complete novel

	2
	85839465
	85840338
	4
	Partial novel

	4
	73581764
	73583644
	6
	Complete novel

	5
	99015215
	99015503
	4
	Complete novel

	3
	145244890
	145249544
	4
	Complete novel

	5
	223489494
	223493388
	4
	Partial novel

	2
	99015506
	99017013
	4
	Complete novel

	3
	1105509
	1105663
	4
	Complete novel


aPartial novel: alternative 5’ or 3’. Complete novel: alternative 5’ and 3’.
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