S3 Table. Frequencies distributions of the four Bayesian genetic groups found in the present study for D-loop region.

Cluster Specimens N %

G1 ANM_4, ANM 5, ANM _6, RA 1, RA_2 5 156

G2 RD 1,RD_2 2 63
CHS_1, CHS_2, COM_1, COM_2, EUM_1, EUM_2, RB_1, RB_2, SAM 1,

G3 15 469

SAM_2, SAM_3, SAM_4, SAM_5, SAS 1, SAS_2
G4 RE_1,RE_2,RC_1,RC_2,CYM_1,CYM_2,CYM_3,ANM_1,ANM_2,ANM_3 10 312




