[bookmark: _GoBack]S1 Table. Sheffe’s contrasts comparisons’ output from R software. The table below provides detailed results (number of differentially expressed genes (DEGs), with redundancy) for the 10 pairwise Sheffe’s contrasts comparisons made in our microarray analysis. C and CTL : control, T 1-4 : the four EE2 concentrations tested and their value in microgram per litre. Figures give the number of genes significantly differentially over-expressed (1), under-expressed (-1) and not differentially expressed (0) in testis of juvenile rainbow trout, between each experimental conditions compared.
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C T1 T2 T3 T4
CTL 0.01 µg/L 0.1 µg/L 1 µg/L 10 µg/L 



C CTL 1 1686 7684 11872 13008
0 55469 43919 35608 33684



-1 3040 8592 12715 13503
T1 0.01 µg/L 1 3617 5714 8024



0 53919 47423 43818
-1 2659 7058 8353



T2 0.1 µg/L 1 945 6533
0 56472 45786



-1 2778 7876
T3 1 µg/L 1 1



0 60193
-1 1



T4 10 µg/L 1
0



-1










C T1 T2 T3 T4

CTL 0.01 µg/L  0.1 µg/L  1 µg/L  10 µg/L 

C CTL 1 1686 7684 11872 13008

0 55469 43919 35608 33684

-1 3040 8592 12715 13503

T1

0.01 µg/L 

1 3617 5714 8024

0 53919 47423 43818

-1 2659 7058 8353

T2 0.1 µg/L  1 945 6533

0 56472 45786

-1 2778 7876

T3 1 µg/L  1 1

0 60193

-1 1

T4 10 µg/L  1

0

-1
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