Table S1: Primer sequences and amount used for pre-storage in the GeneSlice. Universal
12S rRNA and cytb for pre-amplification were pre-stored within the Sample and NTC pre-amplification
chambers. The 12S rRNA and cytb animal-group-specific primers of the twelve groups, as well as the
universal 12S rRNA primer pair and internal positive control (IPC) consisting of a primer pair and an
81 bp oligonucleotide were pre-stored in the 14 main-amplification cavities of the sample. The
universal 12S rRNA primer pair was additionally used for the main-amplification cavitiy of the NTC.

Cavity Function Gene PCR Primer Primer sequence Preloaded
product (bp) direction primer (pmol)
for GCCACCGCGGTC *1a 10 (NTC: 2.5)
12SrRNA ~200
Sample/ . rev TGGGGTATCTAATCCCAG *la 10 (NTC: 2.5)
Pre-amplification
NTC oyt 204 for CCATGAGGICAAATATCITTITG *1b 40 (NTC: 10)
rev GGGTTGTTIGATCCIGTTTC *1b 40 (NTC: 10)
Nested PCR*2
for AAGCGTGATATTGCTCTTTCGTATAGCTCCGGCGTAAAGCGTGTCAAAGAC 4
B 12S IRNA 12 rev ACATAGCGACAGATTACAACATTAGTATTGGTCAGAGGTATTAAAGTCACTTTCGTAG 4
! Equidae cytb 128 for GTAAAACGACGGCCAGTGAATCAGCAATTCCCTACATCGGTAC 4
rev GGAAACAGCTATGACCATGGCAAAAAATCGGGTAAGGGTG 4
for AAGCGTGATATTGCTCTTTCGTATAGGCGTAAAGAGTGGCCACATG 0.5
12S IRNA 1a4 rev ACATAGCGACAGATTACAACATTAGTATTGAGGTGGATCTTGGGCTTATGACAGC 0.5
2 Phasianidae for GTAAAACGACGGCCAGTGAATCACAAACCTATTCTCAGCAAT
oo e rev GGAAACAGCTATGACCATGCGAAGAATCGGGTGAGGGTTGGG 1
for AAGCGTGATATTGCTCTTTCGTATAGAACCCAAACTAATAGACCCACGG 3
125 IRNA 168 rev ACATAGCGACAGATTACAACATTAGTATTGCGTGCTGTATTTTTATGTTAACTGTAGCT 3
2 Feldae for GTAAAACGACGGCCAGTGAAGAATGAATCTGAGGGGGCTTC 3
cib 7 rev GGAAACAGCTATGACCATGGAGGTGTACTGCTGCTAGGGCTGA 3
for AAGCGTGATATTGCTCTTTCGTATAGAGTGTTTTAGATCACCCCCTCCCC 1
125 IRNA 155 rev ACATAGCGACAGATTACAACATTAGTATTGATGTTAAAGCCACTTTCGTAGT 1
4 Hamo Saplens for GTAAAACGACGGCCAGTGAGGCCACAGTAATTACAAACTTACTATC 2.5
o e rev GGAAACAGCTATGACCATGTGTGAGGGTGGGACTGTCTACTGAGTA 2.5
for AAGCGTGATATTGCTCTTTCGTATAGTTAACCCAAATTAATAGATCCACGGCGT 2
12S IRNA 198 rev ACATAGCGACAGATTACAACATTAGTATTGTCGTGTGTCAGGATTATTAGAGTCACT 2
° Sus serofa for GTAAAACGACGGCCAGTGATACGGTCATCACAAATCTACTATCA 2
oo 13 rev GGAAACAGCTATGACCATGGAGGGTTGCTTTGTCGACGGAAAAGCCC 2
for AAGCGTGATATTGCTCTTTCGTATAGCCCAAGTTAATAGGCACACGGCG 15
125 IRNA 150 rev ACATAGCGACAGATTACAACATTAGTATTGTGGGTCCTAGCTATCGTGTTTCA 15
e Cervidae for GTAAAACGACGGCCAGTGAGAGGAGGCTTTTCAGTAGACAAAGCAACC 2
ot %8 rev GGAAACAGCTATGACCATGTAAGTGTACTATAGCGAGTGCTGCGA 2
for AAGCGTGATATTGCTCTTTCGTATAGGCACCATACCAAATAGGGTTAAATTCT 3
. 125 IRNA i rev ACATAGCGACAGATTACAACATTAGTATTGGGGTCACTTTCGTCATTTATTTTTA 3
! Bovii for GTAAAACGACGGCCAGTGACCCATACATCGGCACAAATTTAGTC 2
cyib 159 rev GGAAACAGCTATGACCATGGGCAATTGCTATGATGATAAATGGAAGGA 2
for AAGCGTGATATTGCTCTTTCGTATAGCTAATAGGCCTACGGCGTAAAG 1
12SrRNA 189 ACATAGCGACAGATTACAACATTAGTATTGATCGTGTAGTCAGATTATTATAAAGTCAC 1
e ACATAGCGACAGATTACAACATTAGTATTGATCGTGTAATCAGAAAATTTTAAAGTCAC 1
8 Canidae for GTAAAACGACGGCCAGTGAACTAATCTTCTCTCTGCCATCCC 0.5
cytb 133 GTAAAACGACGGCCAGTGAACAAATCTTCTATCTGCTATCCC 0.5
rev GGAAACAGCTATGACCATGAATCGTGTTAGGGTTGCTTTGTC 0.5
for AAGCGTGATATTGCTCTTTCGTATAGCCGGCGTAAAGCGTGATTAGAATA 15
125 IRNA 159-160 rev ACATAGCGACAGATTACAACATTAGTATTGAAATCACTTTCGTTGTTTATTTTIGT 15
° Leporidae for GTAAAACGACGGCCAGTGAAACAACCCTAGTTGAATGAATCTGAGGA 15
oo n rev GGAAACAGCTATGACCATGGAAGTGGAAAGCGAAGAATCGG 15
for AAGCGTGATATTGCTCTTTCGTATAGACGGCGTAAAACGTGTTAAG 1
125 IRNA 182133 rev ACATAGCGACAGATTACAACATTAGTATTGTATTAACAGTAGCTTTTTACGGCCT 2
GTAAAACGACGGCCAGTGAGCAACCGTAATTACCAACTTACTGTC 3
10 Mustelidae for GTAAAACGACGGCCAGTGAGCAACCGTAATTACATAACTTATIGTC 3
cib s GGAAACAGCTATGACCATG ATGAATGGTAGGATGAAGTGGAA 2
e GGAAACAGCTATGACCATGATGAATGGCAGGATAAAGTGGAA 2
AAGCGTGATATTGCTCTTTCGTATAGCCAAACTAATTATCTTCGGCGTAAA 2
125 IRNA 150-151 for AAGCGTGATATTGCTCTTTCGTATAGCCTAGTTAATAAAGCACGGCGTAA 2
ACATAGCGACAGATTACAACATTAGTATTGGGTCCTAACAATGAATTTTCACATATAAG 3
1 ( Rodentia " |ACATAGCGACAGATTACAACATTAGTATTGTTATGTTAACTAAGGCTTTTTACAG 3
. e for _ |GTAAAACGACGGCCAGTGACGCCACAGTTATTACAAACCTC 05
cytb 144-146 GGAAACAGCTATGACCATGGCGAAGAATCGTGTTAGAGTTGC 1
eV GGAAACAGCTATGACCATGGAAGAATCGGGTCAAGGTGGC 1
AAGCGTGATATTGCTCTTTCGTATAGCGTAAAGCGTGTTAAAGCATCATACT 1
12S rRNA 185 for AAGCGTGATATTGCTCTTTCGTATAGCGTAAAACGTGTTAAAGCACTACATC 1
12 Caprinae rev ACATAGCGACAGATTACAACATTAGTATTGTGGGTCTTAGCTATGGTGTATCAG 1
for GTAAAACGACGGCCAGTGATATATTGGCACAAACCTAGTCGAA 0.5
cib 152 rev GGAAACAGCTATGACCATGGAGGGCTGTGATGATGAATGGG 1
for AAGCGTGATATTGCTCTTTCGTATAGGCCACCGCGGTCATACGATT * 2
13 Extraction Control [ 12S rRNA ~254 T
rev ACATAGCGACAGATTACAACATTAGTATTGGGGTATCTAATCCCAGTTTGGGTCTTAGC * 2
Primer *3 for GTAAAACGACGGCCAGTGAAAGCGTGATATTGCTCTTTCGTATAG 1
14 IPC 119 rev GGAAACAGCTATGACCATGACATAGCGACAGATTACAACATTAGTATTIG 1
Oligo. *3 81 bp oligo. [AAGCGTGATATTGCTCTTTCGTATAGTTACCATGGCTCAATGCTTACAGAACAATACTAATGTTGTAATCTGTCGCTATGT 100.000 copies

*1:[1], *1a: modified from [1]), *1b: modified from [2] , *2: modified from [3], *3:[4].
Tag on 12S rRNA primer: IPC forward and reverse primer sequence, respectively.

Tag on cytb primer: M13 forward and reverse primer sequence, respectively from the TOPO TA cloning kit (Life Technologies).
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