
[image: ][image: ][image: ][image: ][image: ]Figure S2. The flow chart of pathway analysis in 34 IGene-pw. A. Genes interacts with BDNF by STRING. (I-Genes, #:363) B. Map I-Genes to the pathways in MsigDB, select the pathways which overlap rate is more than 10%, and exclude pathways with extreme gene numbers. (#:34) C. All the genes in 34 pathways were included for analysis. (#:1,818) D. Give weights for genes with evidence score provided by STRING. E. Use GSEA and SumStat as statistics.
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