Table S7: Comparison of Substitution Frequency and Mutability Outside and Inside UCR41 After Filtering for Sequencing Errors
	Sample
	Homopolymers (n>3)
	Uncalled Reads
	Positions With Only

One Mutated Read

	
	Positions
	P-value*
	P**
	Positions
	P-value*
	P**
	Positions
	P-value*
	P**

	
	Outside
	Inside
	
	
	Outside
	Inside
	
	
	Outside
	Inside
	
	

	CC
	886
	163
	2x10-8
	<10-6
	1030
	176
	4x10-7
	<10-6
	866
	131
	1x10-4
	5x10-6

	NC
	891
	165
	2x10-4
	9x10-5
	1028
	175
	7x10-5
	3x10-5
	834
	145
	2x10-6
	2x10-6

	PBL
	842
	158
	1x10-5
	6x10-6
	937
	159
	7x10-6
	9x10-6
	971
	128
	6x10-5
	7x10-6

	H-PBL
	851
	156
	0.23
	0.17
	956
	161
	0.15
	0.11
	823
	134
	0.56
	0.33
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