Table S2: HNPCC Samples Used for the Analysis

	Patient
	Sex
	Germline Mutation
	Tumor Histology
	MSI

	1
	M
	MLH1: c.1852_1854delAAG (p.Lys618del)
	Adenocarcinoma
	High

	2
	F
	MLH1: c.544+3A>G (p.Glu153fs)
	Adenocarcinoma
	High

	3
	M
	MLH1: c.1852_1854delAAG (p.Lys618del)
	Adenocarcinoma
	High

	4
	M
	MSH2: c.208-?_307+?del (p.Ala123_Gln215del)
	Adenocarcinoma
	High

	5
	M
	MSH2: c.2294delC (p.Ala765fs)
	Adenoma
	High

	6
	M
	MLH1: c.454+1G>A (p.Ala128fs)
	Adenoma
	High

	7
	M
	MLH1: c.1050delA (p.Gly351fs)
	Adenocarcinoma
	High

	8
	F
	MSH2: c.678-?_791+?del (p.Val463fs)
	Adenocarcinoma
	High

	9
	F
	MSH2: c.2519_2530del12 (p.Val840_Gly843del)
	Adenoma
	High
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