A

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

----------------------------------------- MPTSSTPPIVYETDIEPIYYODCYCHKEEVEC-----KNH GGE1]I§INSSGTNSSI :FDCC—V.-——--——--——KDQEIDEEMSEK.KT.KG-DP——--——-

----------------------------------------------------------------------------- MNTSEYONPP; STSTQTPOLP

-------------------------------------------------------------------------- PSGTGFKQPI ————-
-------------------------------------------------------------------------- KIAYSFSEKQ

RPE KDENCD! RTSP) EE Q --D EKLCD. RDESTGKERRVOCTCC-RF---—-----—--—--EDYDPHSGIHYTMNILDECNP-————-—
--MSTELI L RDKK --D ESDCD YNTENGKFORVOCTCC-E¥-—--————————————————

-------- SDEHAPYR CLCC El--------- -

KKH RIKD GE KT| GDP ERD: KDCE IT ----- TARDMTNPWTRVQCLCC-DF--~--—-————-—-VEADNKVDPDAQLEAGMNE- - -——-—
KKH RDRT PEP ERD! EP SECSRHSNIIFC--—--- GDERGP ______________ EHKPENPDWVELIKKSMNE-----—-

........70........80........ 0.......110.......120.......130.......140.......150

*  x s e . * 3k * s ot s . s x * 3
CEHYG R HKDVELTNHIFEEKS---
CENSLE NLITDSVEVQ
EKPKQFPK- CEKTH R D DPHGG.
EVEKPIP CKISLE R KRADECSCDTCCY| DI

KELVDEE CLETNE TKS-CCQCKKCNT]
ELEVDER CEQCDE TYS-KCK--ECIENT-

NDEVDMD CSETNE LES-DCECKKCTE
DELVDEDSG! CVKTN ELS-NCKCDGCS

CENTOQ KS-ECRENCCKER--FLS.
DEMVDDS CEVTS R —ICD.DCCME D-
DKPVDDD CONTG! DR!
.......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......30

CEH-86 homeodomain
EFEVAD DDEK_D.I e :

PNFPIQNTOA- KFAIURSAKNENJF CPKTLD-- EER
YQGANNQ NNR--— D LDCRS|
RCEKCMODROEKKG-KTVDDGLCME YRGEQGKETWK KS DC
KCSDCKEEHS -K¥G--KBTAES LT RLMKDRS E VNDE KAPER
S
& RKDKKP DOK- smmcvm RGWDSGSVE KAPER
LETSR.STKK DMP EEGKTR IFDSRKI KRKPMG! ETRHGF——- Iil
PYNKQ--GDK xznlilsnc R KCPCCSPTGG-YSA--NNTMVP! xnxns chm. IKI:ISP RMDS

ocUmEMmEMUUOUDUUU

& RYPSE EHET RDK NDGE KCPCC
NDCEE KIMK RDT KDGKIR KCQCCVEDAS-LII--DKEENTHUAT¥TCNTTSTKEMIRSNKDGCENKEEETYAGEQ--RTHEOKSPERIDSHE
eee....310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

RKNHEYFKKI
SE ——--YNTSKSCEE L

-HRYIYNRKLG

DSENA-
H—lAIRKV.SQELP- SDETE ITTRHSSAIT Gﬁ RKEDDKRIGRSIBRHDI L.snp SEIVE
KEDT - Y

-DGTEC RKDRVSSNGLY SVETEVEE---- SCTHNDRT

RTYK SE ---DgIE NASGQEMD,
P R CDP DSKNEE NYSNLCEKKNNES.
APNE SR-- TAEGLE RTQRTSSDGCTQIGT)

---------------------------------- LNSNEKRKEEEAE.EQEKL.KE R

----------------------------------- GIGTF)| IlSSLDlFKSR —————— S
DHCCNKRGEKKLEKQCVDREGAYGSGPYGSGHPSEDRPGDRARSMDAWPATE Y EPEPTHP O PPEPRPENEPEASROEP —— —— — — = — =~ = = - — — o e e e oo
-------------------------- -—--PNSAEQTEIE D LT HRKRQE e -

---------------- KCNSCESKRSGPH FPCEE KNRT| E DSYTKTWDKVHEY SERLEKGEEEEWARKDEEENNDSEKRDCCCN-- et
GCSTC----- RCATTIEKTNKEG SRKlE NVH.P RKEQTVEDVLNVYGKYQVEANKKMVDEAVEKHREAISSEEKECNMHLESLKKMNDSRKEEEVENAEEEKKVFDL
————————————————— ----EESPLD YKQHSNRVSRGLAEM —-——- ———————- e e e e e

GCIIC RDPIKIAPIAPST-WISIPIIATD-AT :lEI:lP.TE:ISG-PLR-PD EUNQETGY000DOENONKESAMENTERONLEWE QS EEFKES EMTEE — — — - - — = - =~ = = — - m oo
R!

----------------------------- EREPSRTE— = — = — = — = — = — — o o

CQKE——RIYS.G N-GA-P-KRA-ST ENSHSKVYCGMVPSRVETEK- Dl—-LGEQNISK.EE.RSGR.PEKKIIEE.AR.E.R.MEIEKK.KDTET_MLIEEK.LLEK-MEIE-K.LIEGK

ceccans ceseecs ceccans ceseecs ceccans ceseecs ceccens ceceecs ceccans ceseecs ceccans S ceccsns ceeeee.740.......75

85
25
17
44
62
11
127
117
54
123
123

212
150
147
180
200
148
267
253
195
265
266

304
282
269
309
333
215
400
387
327
339
400

3717
344
350
371
467
332
481
453
467
353
544

407
369
455
394
571
4717
507
453
580
376
690



Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
1
]
2
]
=
[~]

------------------------------------- RPSE TS VENHE — — — — — — = — - — o o o

KKILEMEIGKIAE-KNKERE-KK-E-PPVID FPKCCSECPHIGORVITARDEVTKSTRSYIESPKIANERYOSTCEECPRY I CYSTYLPNWTIMPMOCERSKHP CEEETNQEGRETKVAEDAKINERTAVKPSOVLEETV
------------------------------ PNEPEISIWKLY

KEMEKEEVEEKEELPYEEEKVEIVOKHG——— PISID DISP RNECKHIGHF LI TAFNRIZE TS HYVENP DILLERRODYCSLCP S YENGYKYN SEV I THPIQSNRCKEPYLINIDE TRRLVKIGEDS T SNSFVLISPAVIONQVE
760

ceccans ceceecs ceccsns ceceecs eeee...800.......810.......820....... ceccans ceeeecs ceccans ceceecs ceccans ceeeee.890.......90

DIRMIPNSMRSIPTCIEAPVDQGGPYDCYLVPQERVYCLECKEFLLYGEHKELOANGYFHYNS QT GHEEERPGCDSCEAT NPRED IDTMRSVMPY VS PES KNP LHLTTN T Y GELFPTAFKIENHRENSHPREKIVMMNERSPRVYPOELK

SETEITNSE-CYSHALELP-NTPGPHDIDLCPKERRCEHI S ERLIFAIDCH S GRE GEYLENSATGRNEEH DDCPSCR RSPV 1 EKH PESRHPIMLTIDKDGHEVP TGEDES SQRREKURPLATKLLKNEEK -~~~

ceccans eeeees.920.......930.......940.......950.......960.......970.......980.......990......1000......1010......1020......1030......1040......1050

--------------------------------------------------------------------------------------------------------------------------------- ENVEPKDLIDH-—-—-————-
__________________________________________________________________________________________________________________ QWVPOEPTRAPAAKREQPRKETVPKTEKEEKINDID
______________________________________________________________________________________________________________________ SSVVRRFTELNCDHC SNALRSLNPGYSD
______________________________________________________________________________________________________________________ HAEQKRGQOE IQKRKOMETE IDKELKLAVKEKE

---------------------------------------------------------------------------------------------------------------------- KEDLKGSEEPLTD ESLVEKVETLEVTKKV
--------------------------------------------------------------------------------------------------------- LOEGGFDESKQSGSGNGSDGIEEEAEVASDKDNDSDESSDESSED

--------------------------------------------------------------------------------- lEEKlEIN.V.D-NPIElEDDDDECSDEEEE-DEEEE-—YSDEEEE-DEEESGEDEEDEEEEVD
«e....1060......1070......1080......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200

SSDKRLEE
RCEDCEN RPTD LESDKGK
KEDDRLDQI-A ETP I QLQEI DKEPQEKPEYHSKDEEA

PYWNGTY. QYMT PVST
QITDSNSVQOKINKCEVSEEGK|

SYYMDPIAQSVPRQYSNNNTQAPVY@S

IVSESESESDSESDSESDSESDSESDSE--SDSE
EDEEEYEDEDEEESEEDEDEEEDEDSE--EDED

EDEHKANRERIEHSDIWEQYRKSRCYDERAGSKQSGSGNGS--DGIE

ED-GlQI INE.R.M.IAPNEIE.DDEDCIDEE.YC.DEE ------------------------------------------------- CSDCYEECSDEECSDEECSDEECSDEECSDEECSDEECSDEECSDEECSDEEC
........................ 240......1250......1260......1270......1280......1290......1300......1310......1320......1330......1340......

NDNWPKLMTELF' GOSLTQOHMORLVHLREQPDFNRRSYAGHEETAME ILKQ GKEMPTGKKEEVEGSGLTISE. TVGSPMLIEKKEE! EGSLEHQPT:’NEE IDONLK
LKVFQOKLCNMED! IIDFEKPKEQFTAPPHPOMTHRVAQ ROISGLO ONGOMOHMANEIRSIGNAVCSLHSSQLQOPPNS PYPIHPMPS
ETEVRELPSEFFTMNTVDSKLSKDKDDFHLPGLPSAKDIMTNYADMKK QDRCRVELEK KKLEgIAEL KSIQAELVKRQOEENIARKC EKRLLEASKQFE TGIKK EALA
TTA¥PYYCSYPRG--TNPSLGSVAHSYLANPMDPSCIRYPYQYENR --E RYPKP PVKRTEQPVAM SDKEQTP PTPE RGTGYTQPVE LSSLEELQR
SDSESDSESDSSD--SESVDLEDEQTPKLDSLAPCEVKKEVTNEKKPEVT| PTSSKT EEVESPIEYKPKKESEFNQKRT FEGGAE LVDSNG! LRVQYD LMRVEPEVV

EEEYEDEESEYED--EEEDEEEEEEEGKENNEEKKVONEIKHYIKLVNS SL KPE
E---EDEVASDEG--NDSDESSDESSEDDVDSDDVSDEASTD HSDI%EQ
ETSWSODSDYSFL--NEIDRELTNTDKK
ECHWTDDDGEDAG--EDSGKSAEEKAAEE]

EAKAAEERRKKAEEEERKVERVCNEEPTATISTEENLHEPDES INORKEEQARAEERROEELEKSAQEQVEYLPAEVLEDPNYARVVEGDRREPY YKDYSDEEVSDEEEMSDEEEVDDE

ECCSDEECCCDEE——DECAEEAEDEDSEA.KKE.TNADKAEDNGNFV.VTEED.ERD.PE-N——IYR.G.DQK.QR.IDNS.D.LEK.KKLKS.IDQM.DLSSKKTVEATEGDDVPNSSQNPTEQHEIRENNDVIEV.ADDNVSADM
«e....1360......1370......1380......1390......1400......1410......1420......1430......1440......1450......1460......1470......1480......1490......1500

414
374
466
408
582
627
522
453
717
384
835

414
374
466
408
582
758
522
453
867
384
976

414
385
502
440
614
790
567
453
1017
384
1043

456
439
564
512
681
833
624
464
1160
393
1142

578
557
691
626
829
954
729
492
1308
393
1288



Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

Ce_CEH-86
Ce_C35E7.2a
CBG08468
CRE_28417
CRE_28418
Ce_C35E7.5a
CBG08470
Ce_C35E7.3
CAEBREN_12536
CBG08472
CRE_28419

EETTTKPEYRKKERMS —————— - ———— KRKQNELLOKEWEKEKNTENTHAEKTNQEKKETENEVQ -~ === == = = = = = m m m e e e e EQLEQMMKMIQEERRAADSKNLKLEQMVLEMKDKLDAQETRIKELEEVIKS
TFPOQAPHAPNAPQMT ————— === == === e = OSIAELILAORGEAPRRERRLFEGPKK———— === === === mm e e e YNRVIPPSPRIPSSTDKKEMLKKSNDRFDKLREEVSD RTQLSGLEDTTFKK
KLYEMDPATKECYHNV ~ - — = = == m e e e e LAAGHOLAEKRELANEHHLKSEEKAKG -~~~ === === e e e MH EPSEIMTHDDLLKYDARVKEVYFGESESNDEKKNGSGPSTSSDPE
QLAALVPPEINYQHYPF — = — = = == = = m m e e e e e e RTEDPREKLENELKNLEE -~~~ — == =~ e e e e e e CASSHGESSHAAVYAPRTKKTVRMDMDRSPMEKNQETEQPNLLVE
KMLYEMDDVEFGTFKTEYEERESEKNFEF SEQYPETEDFAGPTFVPEESERTHKFESNANYLSTS IFMKS — == === === mmmmmm— e e o= SE EDDD DSEHSSTNSYYSDVGGVGNNVITRSHSSVYEGAFERSSENMNSVDD
EDNEDAEYESTALERS —- -~~~ DEEDNCDFES EPLDFEESLSMDVTQONESFEGVEBVEAED -~~~ ——— === ==~ — - OSTTTAIEPSDIEDNCDVESTTTAVEPLDFEDDNSLDETQESDSLELMEHVE
DSGEVSDEASEDEHKA -~ —————~- NRENRDGPDDSETSIW-—----- KLYEOGGEDEPKQSNDSDATEE -~ — = === === = == — — e EWDLLRKNGYSDEPAGSROSGLENCADGIEEEDEVASDKGDVADEISDENAEDDVD
DEEEEATQPRSESSVDF -——————-- EKMAKERGQTLEEESD-—------ HEUSRFYSEVVASNDYSOPPPLRKLPEAPSDESEDSDLSRVESIGIRDESDTESEETDDSSDISRIESIGIQDISDTETALEPELDESELKIDEESDDSSD
THQEETATESNDEKCV - -~~~ -~~~ EIIENDREDAES-AIENDQEDVESITTA.DHSDlEEDlEVlDEDIM.A-DGEIDDVE-AlD-DlSDSAE-NEHDIDDASSTATAIEGDQDDVESTATALD.SDISDSAEFINGHD

eee...1510......1520......1530......1540......1550......1560......1570......1580......1590......1600......1610......1620......1630......1640......1650

DRNAKKGEQ -~~~ === == == —— m m o e o e e e e e e LTDPTEPQYTEAPNAEV!

pleupmpnsgsz ----------------------------------------- ENGNDVDEFIEIDDDDEgI

EEEEEEGSSEDSDISD--—————-===—— - mm e e EEESEDBSDLEQFD- -~ ==~ =~ = m e e e e
OKKFEKKEDVPEEDSS — — — — — = = — = = = =~ =~~~ o oo DDDLEDEDYSSEDDDSD

EKDEEKYTHISLDSSG-——————— == —m oo e e e mmm e EEEEDEDKEMDQSVEEN]

AEDDTKSTETALEPSD ——— —— == === = = — = —— —m m o e e e IEDNDLEL SDDNSS

SGEVSDEASPDDDDDK -~ — === === = == == === mmm e ESTN.EDS¥I

ISHYESIGIQDISDEE

IDDASSTATAIEGEQDDVESVITAEDHSDEEDDIET I GEAPEEDPOETSSEELDETODNEDEQS TTEALE I SDSESDVSEVDAEPDVSDIEDREDTESVATALEP DVATEDDIEMDNVSMESSTSTAREPSTANDDESSIGSDIS YEDTD

ee+...1660......1670......1680......1690......1700......1710......1720......1730......1740......1750......1760......1770......1780......1790......1800

SGED ------------------------------------------ 733
-------------------------------------------- 707
721 1 832
LD — — — — —— — — 770
DAANVE. 1017
DFASDK 1182
--------------------------------------------- 892
--------------------------------------------- 492
SGMDGDEESEAEQEPSGAHPDDVPAQVDPENDD 1590
---------------------------------------------- 393

ESUNGDEPESEMVKSNYEDCNDQEGEAEPEGEERPUAQDANICETS 1625
.e....1810......1820......1830......1840......

683
656
785
713
956
1069
839
492
1441
393
1429

729
705
826
764
1004
1136
892
492
1553
393
1579



CRE_28417

0.05 958
CBG08468
Ce C35E7.2a
CBG08472
999
996 CRE_28419
645
984 CAEBREN_12536
Ce_C35E7.3
1000 CBG08470
979
CRE_28418
Ce C35E7.5a
633

Ce_CEH-86



