Supplementary Table S1A: Median values of the absolute fluxes in proliferating and quiescent fibroblasts.

	Cell type
	P
	CI7
	CI14
	CI14SS7

	Glycogen to HexP
	1.1
	0.1
	0.6
	2.2

	Hex-p to RibP
	1.3
	1.4
	1.6
	0.9

	RibP to ATP
	0.4
	0.2
	0.1
	0.2

	RibP to UTP
	0.06
	0.2
	0.01
	0.002

	RibP to DHAP
	0.2
	0.3
	0.4
	0.1

	HexP to FBP
	15.8
	15.8
	15.8
	8.9

	FBP-DHAP exchange
	7.9
	14.1
	12.6
	1.7

	DHAP to 3PG
	31.8
	31.9
	32.0
	18.0

	PYR to AcCoA
	0.6
	0.4
	0.2
	0.003

	FA to AcCoA
	0.6
	0.7
	2.0
	0.04

	PYR to OAA
	0.02
	0.06
	0.1
	0.08

	AcCoA to CIT
	1.2
	1.1
	2.2
	0.06

	CIT to AKG
	1.2
	1.9
	2.6
	0.7

	AKG to CIT
	0.8
	1.4
	1.6
	0.7

	AKG to MAL
	1.1
	1.5
	1.7
	0.4

	FA synthesis
	0.8
	0.6
	1.3
	0.1

	GLT to AKG
	0.7
	1.0
	0.7
	0.5

	GLT-AKG exchange
	200
	316
	1122
	2.2

	GLN to GLT
	3.1
	3.5
	3.4
	2.1

	MAL to OAA
	1.9
	2.0
	2.9
	0.5

	OAA-MAL exchange
	891
	794
	794
	56

	GLC uptake
	23.8
	22.9
	21.9
	14.2

	LAC excretion 
	30.4
	30.5
	30.7
	17.3

	GLN uptake 
	3.6
	4.1
	4.0
	2.5

	GLT excretion
	1.2
	0.9
	1.2
	0.6

	Protein synthesis rate
	3.2
	4.3
	4.1
	2.8


Supplementary Table S1B: Best values of the absolute fluxes in proliferating and quiescent fibroblasts.
	Cell type
	P 
	CI7
	CI14
	CI14SS7

	Glycogen to HexP
	1.1
	0.6
	0.6
	2.0

	Hex-p to RibP
	1.3
	1.8
	1.8
	1.1

	RibP to ATP
	0.4
	0.2
	0.1
	0.3

	RibP to UTP
	0.03
	0.1
	0.001
	0.0002

	RibP to DHAP
	0.3
	0.8
	1.0
	0.4

	HexP to FBP
	15.8
	17.8
	15.8
	8.9

	FBP-DHAP exchange
	7.9
	14.1
	12.6
	2.0

	DHAP to 3PG
	31.8
	35.9
	32.1
	18.0

	PYR to AcCoA
	0.9
	0.4
	0.3
	0.002

	FA to AcCoA
	0.7
	0.8
	2.0
	0.14

	PYR to OAA
	0.03
	0.06
	0.1
	0.09

	AcCoA to CIT
	1.6
	1.2
	2.2
	0.2

	CIT to AKG
	1.6
	2.1
	2.6
	0.2

	AKG to CIT
	1.0
	1.4
	1.6
	0.2

	AKG to MAL
	1.3
	1.7
	1.7
	0.5

	FA synthesis
	1.0
	0.6
	1.3
	0.2

	GLT to AKG
	0.7
	1.0
	0.7
	0.5

	GLT-AKG exchange
	112
	89
	562
	0.4

	GLN to GLT
	3.1
	3.7
	3.4
	2.3

	MAL to OAA
	2.3
	2.3
	2.9
	0.6

	OAA-MAL exchange
	891
	794
	891
	8.9

	GLC uptake
	22.2
	21.9
	20.9
	13.0

	LAC excretion 
	30.1
	34.4
	30.8
	17.0

	GLN uptake 
	3.6
	4.3
	4.0
	2.7

	GLT excretion
	1.2
	1.1
	1.2
	0.7

	Protein synthesis rate
	3.3
	4.3
	4.1
	2.9


