Table S7: Molecular functions regulated genes
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2.94 KIF13A 2.95 FLNB FLNB FLNB
2.31 LCP1 LCP1 LCP1 2.52 TNS1 TNS1 TNS1
2.23 sDC4 2.28 CORO2B | CORO2B CORO2B
1.99 TTLL6 1.86 TNC TNC
1.83 GSN GSN GSN 1.76 TTLL6
1.47 CORO1C | CORO1C | COROI1C 1.62 KTN1
1.33 KLHL7 KLHL7 KLHL7 1.55 KIAA1598 | KIAA1598 | KIAA1598
1.25 KLHL20 KLHL20 KLHL20 1.55 PC
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