Table S1

	
	Forward primer (5’→3’)
	Reverse primer (5’→3’)

	
	Sequencing

	Exon 1_1
	acatcccgcctccaattc
	aaacactactgccgcctctg

	Exon 1_2 
	gtctagggcgtccgtagtcg
	tccaggacttcgatcacctc

	Exon 1_3
	cagtgccaaccaacacttg
	gtgcttcttggactcggaag

	Exon 1_4
	cttggtgtggtcctaccctg
	catggtgctaccgaagatgg

	Exon 1_5
	atcaagcctttgggtcacac
	ttaaatatcagcaaggctggg

	
	
	

	
	HRM analysis

	c.3G>A
	aagtgcctccctctgcttg
	aaacactactgccgcctctg

	
	
	

	
	QPCR expression analysis

	GUSB (NM_000181.1)
	agagtggtgctgaggattgg
	ccctcatgctctagcgtgtc

	PPIB (NM_000942.4)
	cggaaagactgttccaaaaac
	gattacacgatggaatttgctg

	DOLK (NM_014908.3)
	acctcatgacctgtgtgctg
	tagatgcgggtgtctgtctg

	
	
	

	
	STR markers analysis

	D9S170
	cctgaattcctcatctgaaagc
	tctaattatgcagactccgtgtg

	D9S1872
	catagaaactggggcaggag
	atgctggagttgtgggaatc

	D9S1116
	tttctacccagtagtttcattcc
	accggacatgtgtgtaagtg

	D9S1829
	gctgagtggaagaagcgaac
	atgcagcaagaccccatc

	D9S1795
	tagcacagtgaaagcccatc
	tggccattgatttatttaggg

	
	
	

	
	Cloning

	DOLK (NM_014908.3)
	cccaagcttaaaatgacccgagagtgcccatctccggccccg
	cgggatccggccatcagcaatatcaggaggtag

	DOLK (p.Met1Ile)
	cccaagcttaaaataacccgagagtgcccatctccggccccg
	cgggatccggccatcagcaatatcaggaggtag

	
	
	

	
	Site-directed mutagenesis

	DOLK (p.Cys99Ser)
	catgaaggagcggagccagactgctgggaaccc
	ggttcccagcagtctggctccgctccttcatg

	DOLK (p.Tyr441Ser)
	gggccctcgtcccctctgccggtgtcctggctgtggg
	cccacagccaggacaccggcagaggggacgagggccc

	
	
	


