Table S1. Estimates for the strain parameters.
Shown are the posterior means and subscripted standard deviations for each strain.
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	1 
	Bacteria 
	Acidimicrobium ferrooxidans 
	[1]
	545276253 
	70.90.54 
	26149.2 
	6.00.120 

	2 
	Bacteria
	Acidithiobacillus caldus 
	[1]
	284384158 
	70.00.25 
	569111.2 
	5.40.104 

	3 
	Bacteria
	Acidithiobacillus ferrooxidans 
	[1]
	477548008 
	52.52.91 
	8013.7 
	6.30.163 

	4 
	Bacteria 
	Acidithiobacillus thiooxidans 
	[1]
	494333624 
	62.50.19 
	60552.6 
	5.00.038 

	5 
	Bacteria
	Aeromonas hydrophila (3459) 
	[2]
	724044739 
	59.10.64 
	17312.3 
	5.70.048 

	6 
	Bacteria
	Escherichia coli (0111.H-) 
	[3]
	704362881 
	66.10.29 
	28229.8 
	5.70.070 

	7 
	Bacteria 
	Escherichia coli (M23) 
	[3]
	675552494 
	65.60.20 
	31325.3 
	5.60.052 

	8 
	Bacteria
	Escherichia coli (NT.R31) 
	[3]
	635112952 
	66.30.30 
	30333.8 
	5.60.072 

	9 
	Bacteria
	Escherichia coli (O126.H21) 
	[3]
	629253275 
	66.30.36 
	28636.7 
	5.70.087 

	10 
	Bacteria 
	Escherichia coli (O157.H7) 
	[3]
	661882995 
	65.90.38 
	26939.5 
	5.70.108 

	11 
	Bacteria
	Escherichia coli (O157.H-) 
	[3]
	670602853 
	65.30.27 
	26324.5 
	5.70.064 

	12 
	Bacteria
	Escherichia coli (O81.H.R106) 
	[3]
	633513115 
	66.00.33 
	28434.9 
	5.70.081 

	13 
	Bacteria 
	Escherichia coli (O88.H-.R171) 
	[3]
	694493411 
	66.60.49 
	24939.9 
	5.80.125 

	14 
	Bacteria
	Escherichia coli (O88.H-.R172) 
	[3]
	700293552 
	66.40.48 
	22733.8 
	5.90.116 

	15 
	Bacteria
	Escherichia coli (ONT.H8.R91) 
	[3]
	658612951 
	65.90.28 
	30532.1 
	5.60.067 

	16 
	Bacteria 
	Escherichia coli (SB1.0.977B) 
	[4]
	669354018 
	65.10.65 
	23349.9 
	5.80.159 

	17 
	Bacteria
	Escherichia coli (SB1.0.998B) 
	[4]
	660013580 
	64.90.57 
	25648.8 
	5.70.139 

	18 
	Bacteria
	Escherichia coli (SB1.0.998) 
	[4]
	692485246 
	63.91.25 
	15329.0 
	6.10.141 

	19 
	Bacteria 
	Gelidibacter sp. (IC158) 
	[5]
	5376410810 
	55.61.88 
	18840.4 
	5.50.111 

	20 
	Bacteria
	Glaciecola punicea (ACAM 611) 
	[5]
	537496034 
	49.12.07 
	29171.6 
	4.80.111 

	21 
	Bacteria
	Klebsiella oxytoca (NRRL.B-199) 
	[6]
	610483366 
	64.60.50 
	20522.1 
	5.90.080 

	22 
	Bacteria 
	Leptospirillum ferrooxidans 
	[1]
	698753807 
	64.50.18 
	51344.3 
	5.20.041 

	23 
	Bacteria
	Leptospirillum ferriphilum 
	[1]
	850673955 
	65.00.36 
	26427.2 
	5.70.068 

	24 
	Bacteria
	Listeria monocytogenes (Run 1) 
	[7]
	593694942 
	63.21.08 
	14920.1 
	6.10.107 

	25 
	Bacteria 
	Listeria monocytogenes (Run 2) 
	[7]
	576173539 
	64.00.38 
	24216.4 
	5.70.041 

	26 
	Bacteria
	Listeria monocytogenes (Run 3) 
	[7]
	597723568 
	63.90.40 
	23918.1 
	5.70.046 

	27 
	Bacteria
	Listeria monocytogenes (Run 4) 
	[7]
	635823546 
	63.40.40 
	25621.8 
	5.60.050 

	28 
	Bacteria 
	Listeria monocytogenes (Run 5) 
	[7]
	624893722 
	62.60.47 
	19913.2 
	5.80.042 

	29 
	Bacteria
	Listeria monocytogenes (Scott A) 
	[8]
	631244198 
	63.80.71 
	20932.9 
	5.80.123 

	30 
	Bacteria
	Paracoccus halodenitrificans (0.964) 
	[4]
	663464078 
	61.70.66 
	16215.8 
	5.90.091 

	31 
	Bacteria 
	Pseudomonas fluorescens (1412) 
	[9]
	702966068 
	56.90.81 
	18218.1 
	5.60.063 

	32 
	Bacteria
	Pseudomonas putida (1442) 
	[9]
	693495394 
	56.70.85 
	15910.8 
	5.70.045 

	33 
	Bacteria
	Shewanella gelidimarina (1.0pct) 
	[10]
	504516192 
	48.12.18 
	33781.5 
	4.70.070 

	34 
	Bacteria 
	Shewanella gelidimarina (2.5pct) 
	[10]
	644375877 
	48.72.01 
	37794.3 
	4.60.083 

	35 
	Bacteria
	Shewanella gelidimarina (4.0pct) 
	[10]
	507955642 
	48.31.98 
	34377.4 
	4.70.066 

	36 
	Bacteria
	Spirillum (L9) 
	[11]
	657675501 
	55.61.02 
	12111.5 
	5.90.094 

	37 
	Bacteria 
	Streptococcus thermophilus (BC-14-1) 
	[12]
	867694003 
	66.20.29 
	30036.8 
	5.60.084 

	38 
	Bacteria
	Streptococcus thermophilus (BC-14-2) 
	[12]
	660023963 
	66.50.79 
	18934.1 
	6.10.141 

	39 
	Bacteria
	Streptococcus thermophilus (BC-14-3) 
	[12]
	785484053 
	66.30.25 
	32842.2 
	5.60.084 

	40 
	Bacteria 
	Streptococcus thermophilus (BC-14-5) 
	[12]
	972264160 
	66.20.51 
	17113.2 
	6.10.059 

	41 
	Bacteria
	Streptococcus thermophilus (BC-29-1) 
	[12]
	893403846 
	66.00.21 
	38135.9 
	5.40.054 

	42 
	Bacteria
	Streptococcus thermophilus (BC-29-2) 
	[12]
	800393687 
	65.40.36 
	27932.2 
	5.60.078 

	43 
	Bacteria 
	Streptococcus thermophilus (BC-29-3) 
	[12]
	807984308 
	65.90.28 
	29127.8 
	5.60.062 

	44 
	Bacteria
	Streptococcus thermophilus (BC-29-5) 
	[12]
	939644316 
	65.70.52 
	19016.7 
	6.00.063 

	45 
	Bacteria
	Streptococcus thermophilus (K118-4) 
	[12]
	838674409 
	66.00.25 
	35247.6 
	5.50.086 

	46 
	Bacteria 
	Streptococcus thermophilus (K120-6) 
	[12]
	1064774122 
	65.70.19 
	32415.8 
	5.50.029 

	47 
	Bacteria
	Sulfobacillus thermosulfidooxidans 
	[1]
	625726513 
	70.90.92 
	15425.1 
	6.50.139 

	48 
	Archaea
	Acidianus brierleyi 
	[1]
	1019348827 
	83.20.69 
	25476.5 
	6.70.183 

	49 
	Archaea
	Acidianus brierleyi (sulphur) 
	[1]
	7751212080 
	81.55.64 
	8878.6 
	8.60.914 

	50 
	Archaea
	Ferroplasma acidiphilum 
	[1]
	767805131 
	65.80.22 
	44651.1 
	5.30.061 

	51 
	Archaea
	Ferroplasma cyprexacervatum 
	[1]
	615747539 
	73.50.52 
	318114.8 
	6.00.152 

	52 
	Archaea
	Haloarcula vallismortis 
	[13]
	733974677 
	68.60.39 
	24323.5 
	5.90.066 

	53 
	Archaea
	Halobaculum gomorrense 
	[13]
	799695187 
	67.30.61 
	17014.6 
	6.20.064 

	54 
	Archaea
	Halococcus morrhuae 
	[13]
	755594485 
	70.80.45 
	22133.2 
	6.10.123 

	55 
	Archaea
	Haloferax volcanii 
	[13]
	809704322 
	67.90.28 
	33048.3 
	5.60.098 

	56 
	Archaea
	Halogeometricum borinquense 
	[13]
	785935264 
	69.30.94 
	12815.7 
	6.60.111 

	57 
	Archaea
	Halorubrum lacusprofundi (ACAM 32) 
	[14]
	816346825 
	60.20.72 
	23520.4 
	5.50.043 

	58 
	Archaea
	Halorubrum lacusprofundi (ACAM 34) 
	[14]
	782934757 
	61.10.86 
	15215.4 
	6.00.076 

	59 
	Archaea
	Halorubrum saccharovorum 
	[13]
	798894848 
	67.50.42 
	22319.0 
	5.90.060 

	60 
	Archaea
	Haloterrigena turkmenica 
	[13]
	709755590 
	70.80.88 
	18436.2 
	6.30.182 

	61 
	Archaea
	Methanococcoides burtonii 
	[15]
	829827851 
	56.50.52 
	58884.6 
	4.70.052 

	62 
	Archaea
	Natrialba asiatica 
	[13]
	803164967 
	67.10.58 
	19825.3 
	6.00.093 

	63 
	Archaea
	Natrinema pellirubrum 
	[13]
	692684846 
	71.20.65 
	20542.4 
	6.20.184 

	64 
	Archaea
	Natronobacterium gregoryi 
	[13]
	838735092 
	68.20.62 
	20629.9 
	6.10.115 

	65 
	Archaea
	Natronococcus occultus 
	[13]
	864925256 
	66.51.03 
	12114.4 
	6.60.101 

	66 
	Archaea
	Natronomonas bangense 
	[13]
	901094875 
	68.20.47 
	22735.4 
	6.00.127 

	67 
	Archaea
	Natronomonas pharaonis 
	[13]
	986934906 
	67.20.43 
	1719.4 
	6.20.042 

	68 
	Archaea
	Sulfolobus metallicus 
	[1]
	8519210187 
	75.24.36 
	5431.6 
	9.00.788 

	69 
	Eukarya
	Sacchararomyces cerevisiae CECT 10131 
	[16]
	250502988 
	64.50.22 
	27916.7 
	5.60.042 

	70 
	Eukarya
	Sacchararomyces cerevisiae T73 
	[16]
	353713390 
	63.50.24 
	30017.2 
	5.50.035 

	71 
	Eukarya
	Sacchararomyces cerevisiae PE35 M 
	[16]
	314842914 
	63.70.18 
	33718.6 
	5.40.033 

	72 
	Eukarya
	Sacchararomyces cerevisiae CPE7 
	[16]
	386683161 
	63.60.21 
	32020.8 
	5.40.039 

	73 
	Eukarya
	Sacchararomyces cerevisiae KYOKAI CBS 6412 
	[16]
	269103056 
	64.50.24 
	29021.3 
	5.60.054 

	74 
	Eukarya
	Sacchararomyces cerevisiae TEMOHAYA 
	[16]
	254582649 
	65.00.23 
	25715.8 
	5.70.047 

	75 
	Eukarya
	Sacchararomyces cerevisiae Qa23 
	[16]
	317142795 
	64.30.18 
	34025.9 
	5.40.047 

	76 
	Eukarya
	Sacchararomyces cerevisiae TTA 
	[16]
	255332674 
	64.50.26 
	22413.9 
	5.80.048 

	77 
	Eukarya
	Sacchararomyces cerevisiae PDM 
	[16]
	314412774 
	64.20.19 
	32521.6 
	5.50.041 

	78 
	Eukarya
	Sacchararomyces cerevisiae RVA 
	[16]
	257093010 
	64.60.23 
	28119.2 
	5.60.047 

	79 
	Eukarya
	Sacchararomyces paradoxus (CECT 1939) 
	[16]
	296043399 
	62.90.24 
	30214.5 
	5.40.029 

	80 
	Eukarya
	Sacchararomyces paradoxus (120M) 
	[16]
	268403554 
	63.00.28 
	30016.4 
	5.50.040 

	81 
	Eukarya
	Sacchararomyces paradoxus (K54) 
	[16]
	275103059 
	63.20.21 
	30016.1 
	5.50.035 

	82 
	Eukarya
	Sacchararomyces bayanus var. uvarum (NCAIM 789) 
	[16]
	357534435 
	60.90.34 
	29817.7 
	5.40.046 

	83 
	Eukarya
	Sacchararomyces bayanus var. uvarum (BM58) 
	[16]
	395274948 
	60.50.33 
	32015.3 
	5.30.026 

	84 
	Eukarya
	Sacchararomyces kudriavzevii (CA111) 
	[16]
	409676508 
	59.40.38 
	38125.5 
	5.10.036 

	85 
	Eukarya
	Sacchararomyces kudriavzevii (CR85) 
	[16]
	361285845 
	59.90.33 
	39525.3 
	5.10.035 

	86 
	Eukarya
	Sacchararomyces kudriavzevii (CR89) 
	[16]
	443236985 
	59.40.38 
	40731.9 
	5.10.040 

	87 
	Eukarya
	Sacchararomyces kudriavzevii (CR90) 
	[16]
	381247059 
	59.80.44 
	36227.1 
	5.20.041 

	88 
	Eukarya
	Sacchararomyces mikatae (NBRC 1815) 
	[16]
	152032397 
	63.40.22 
	30617.1 
	5.50.044 

	89 
	Eukarya
	Sacchararomyces arboricolus (CBS 10644) 
	[16]
	391214154 
	61.40.25 
	33318.0 
	5.30.032 

	90 
	Eukarya
	Sacchararomyces cariocanus (CBS 8841) 
	[16]
	222823162 
	62.90.18 
	37219.3 
	5.30.030 

	91 
	Eukarya
	Hanseniaspora uvarum (CECT 10389) 
	[16]
	408535928 
	60.20.32 
	40824.7 
	5.10.034 

	92 
	Eukarya
	Candida stellata (CECT 11108) 
	[16]
	254425625 
	61.10.59 
	47554.1 
	5.10.085 

	93 
	Eukarya
	Torulaspora delbrueckii 
	[16]
	304123637 
	62.10.27 
	32317.8 
	5.40.032 

	94 
	Eukarya
	Kluyveromyces marxianus 
	[16]
	345773162 
	66.30.60 
	15314.0 
	6.20.103 

	95 
	Eukarya
	Pichia fermentans 
	[16]
	163482788 
	61.90.25 
	26011.0 
	5.50.032 
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