Table S2. Sample sizes and heterozygosity for each genetically different population.
	Population
	Nmothers
	Nfoetuses
	Nmales
	Ho
	He
	

	WIP
	27
	116
	38
	0.548
	0.553
	

	AZA
	35
	135
	18
	0.658
	0.632
	

	SAM
	13
	45
	16
	0.634
	0.632
	

	HUN
	35
	206
	19
	0.683
	0.692
	

	Total
	110
	502
	91
	0.631
	0.627
	Overall


Nmothers: number of pregnant females; Nfoetuses: number of foetuses; Nmales: size of the random sample of males. Table also shows observed (Ho) and expected (He) heterozygosities (Belkhir et al. 2004).  
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