
 
DOR Human [Homo sapiens] NP_067025   
MFQRLSSLFFSTPSPPEDPDCPRAFVSEEDEVDGWLIIDLPDSYAAPPSPGAAPAPAGRP 
PPAPSLMDESWFVTPPACFTAEGPGLGPARLQSSPLEDLLIEHPSMSVYVTGSTIVLEPG 
SPSPLPDAALPDGDLSEGELTPARREPRAARHAAPLPARAALLEKAGQVRRLQRARQRAE 
RHALSAKAVQRQNRARESRPRRSKNQSSFIYQPCQRQFNY 
 
TP53INP1 Human [Homo sapiens] NP_150601 
MFQRLNKMFVGEVSSSSNQEPEFNEKEDDEWILVDFIDTCTGFSAEEEEEEEDISEESPT 
EHPSVFSCLPASLECLADTSDSCFLQFESCPMEESWFITPPPCFTAGGLTTIKVETSPME 
NLLIEHPSMSVYAVHNSCPGLSEATRGTDELHSPSSPRVEAQNEMGQHIHCYVAALAAHT 
TFLEQPKSFRPSQWIKEHSERQPLNRNSLRRQNLTRDCHPRQVKHNGWVVHQPCPRQYNY 
 
DOR Opossum [Monodelphis domestica] XP_001371459 
MFQRLTSLFFSTSPPSEEPPSPKAFICPEDEEEVDGWLIIDLPDSFAAPPSPKPASPCLL 
DESWFVTPPACFTAEGPELGPAHLESSPLEDLLIEHPSMSVYVTGSTIVLEPGPGPTLTP 
PRSPPPARAGHREVMQPRRDPGPRHHTASMPSRTALLEKASQARWVQRARQRADRQRLSP 
KVVQRQNRVRERHPRRSKHQGSFLHQPCQRQFNY 
 
TP53INP1 Opossum [Monodelphis domestica] XP_001368955  
MFQRLNSMFVGEIKNSSSKEPEFSEKEDDEWILVDFIDTNFSTEVEEEDVSEESPTNHPP 
VFSCLPASLECLADTSESCFVQFEACPMEESWFITPPPCFTAGGLTTIKVETSPLENLLI 
EHPSMSVYNSSRNLNEAGCETDEFHNPSSPRLEVQNEMGQHVHCYVAALAAHSTFLEQTK 
SFRPTQWIKEHSERHSLNRNSLRRQNLTRDCHSRQIKHNGWVVHQPCQRQYNY 
 
DOR Lizard [Anolis carolinensis] Genomic profiling  
MFQRLTSLFFSDSSAPEDLEEPKPFISKEEEEDDWLIIDITGEKDSVCASCCHHGSLPPT
SSLPLSPSDCISRSMPSQPDPCLMDESWFVTPPPCFTAECSDPVSMESNPMEDLLIEHPS
MSVYVTSSTIVVETQTPEEHINRDGEEPERRLQRHAPHHSTSLATKAAILEKVSQVHRIQ
RAKQLAEKHNFSQKVMQRQNRTRECRPRRAKHQGSFVYQPSQRQYNY 
 
TP53INP1 Lizard [Anolis carolinensis] Genomic profiling 
MFQRLNNMFMEEINNLPSQEPAFSEKEEEEWIVVDFIDTCNNFSMVEEEDEEEEEEEEDN
CNIHETSSVDHPPVFSHLPNSLECLSDASESCFIQFDSCPMEESWFITPPPCFTAGGLAT
LKVETSPLENLLIEHPSMSVYAVHNTHHSLNKTSCGDEEEEEEDEEEKENRNATNPQSEA
QSQMGQHIRCYIATLATHSTFLEQTKNLRPSQWTKEHHERQYLTRNCLRRQNLTRDCYSR
QLKNNGILVHQPCQRQYNY 
 
DOR Chicken [Gallus gallus] CN231263, XP_001232258 and 
genomic profiling 
MFQRLTSLFFSDSSAPEGLEEPKPFVSEEEEEDGWLIIELGAHTGSSTPTLPSPCLMDES
WFVTPPPCFTAEEPGPDGVGSSPMEDLLIEHPSMSVYVTSTLELDAEGPQDDAVGEVPEP
RLERHVPHRSASLSVKAAVLEKVSQARRVQRAKQLAEKPWLSQKALQRQDRARQRPPRRA
RQRAGSFLHQPCQRHCNY 
 
TP53INP1 Chicken [Gallus gallus] NP_001026117 
MFQRLNNMFMGEIDGLSSQEPEFSEKEDDEWILVDFIADTCTNCTTEQDDIAETSPAGSS 
PVFTCLPSPLEHLPEAGESCFIQFESCPMEESWFITPPPCFTAGGLTAIKVETSPMENLL 
IEHPSMSVYAVHNACHSLSDTGCGDEEFCGPGSPRLEARNETGQRVHCFVAALPTRSSVL 
EKNKSFRPTHWIKEHGERHYPSRNGLRRQNLTRDCHSRHIKHNGLFVHQPCQRQFNY 
 
DOR Frog [Xenopus tropicalis] multiple ESTs short and long  
MFQRLTRLFFSDVPSSNTNEPKPIISEEEDDGWLIIDIPESYDLNSSGDEVAQEQEDDAT
PSPLPHSLADRIGWTP53INP1PHPPQSMDESWFVTPPPCFTAEAPGQDELGTSPLEDLL
IEHPSMSVYITNGSIVVEEDTREAPRDRSPSKTRVERRTPHHATSMSAKAAILGKVGQAS
RIQRAKAHVDRRKISRKSLQRQNLAREIQGRSMTRHRSFLCQPRQRQCNY 
 
TP53INP1 Frog [Xenopus tropicalis] ensemble 
ENSXETP00000014600 and ESTs  
MFQMLNNMFARECSNALSQETKLSEKEDDEWILVDFIAQVDPGSRVSEEAATFEVISHSD
ETSVLPHVSNTFERLGTTSDSCFIHFNLCPMEESWFVTPPPCFTAGELTSMAVKTSPMEN
LLIEHPSMSVYAVHNMCHKPETSCESGFPSPDRTELATENKKKGKHIHCSIAALAARMKG
LENTKIYLGDKLTKLHLEKHPSRKGFRRQNLIRGCRSQQTKHSRLLVHQPSPRQYNY 
 
 
 
 
 



 
DOR Medaca [Oryzias latipes] BJ721597 genomic profiling 
MFQRLSNLLFGEVEEVAAELKGPNPCLTEADEEGWMLVNLPDPGSECGGNGGRSREGSER
GCMDESWFVTPPPCFTAEGATAEASPMEDLLIEHPSMSVYVSPNNTSMVSTSDLSVVGEE
CILSLASSVSSRVSEPGVIPAARSTMPTRVTRGGAAHPGALAKVTQVARVQRCKARIDRR
HLSRNHIQRQNRTREQVPCHAAHARNTFLHQPSKRNFCH 
 
TP53INP1 Medaca [Oryzias latipes]genomic profiling and ESTS 
(AM335308;AM316165; AM322529; AM306335) 
MFQVFASALFRDGVEELSQCSRPGDDKREEEEDDEDWILVNYLTDACSGDCGDGLSRSML
SPEDEDEEEDLVMIPSPIASPAIRYPSCTSLNSVADTDPDGGVDEDEYVDDEEGGFLRLD
ACSLEESWFVTPPPCFTGRGSQPVLLETSPLENLLIEHPSMSVYAHHSPPRLMLNPLPQH
SLEGKLDFLSSGPSDRKPSRGKEKVRCSIEGSRHRQDVAAAQRRPNLHSPCYAATLSPNA
GFLQQQQRRPGSAAQRSQPLSRKGLRRRNLLRPPKTGTMHLQQPIQRHLNF 
 
DOR Elephant fish [Callorhinchus milii] genomic profiling  
MFHRFTSLFYGGSENTCIEGPDPSLTEKEDDGWLIVDFPVEVKASTCVPSPHLPDDHLPL
ASSSLESLCHCGISSRPPRSKACTLEESWFVTPPPCFTAEGQEPGEVEISPLENLLIEHP
SMSVYAGSNTNISTMEDEPSEVPSSRSARQPRAERLTAPSPAVAAGIQSSLVEKVSQVRR
LQRAKQRMERHQLSRNRIQRQNLTRECRLHRTKHHGSFVYQPRQRHCNY 
 
TP53INP1 Elephant fish [Callorhinchus milii] genomic 
profiling  
MYQRFSSMLFGEIDGAERESQELEISEKEDEEWILVDYIDGMDRATSPNSAMFSSSTSSL
ELLGNSSDPCFLQLDSCALEESWFITPPPCFTAGGQAPVQVEMSPMENLLIEHPSMSVYT
VHNIHSSLRENSRVIPIVQYVPRRVSAFRIRDSVLEHTNHIHFMQCAKLYVERRKLSCNH
LRRQNRARKRYFAKEKHFGHFKQPCQRNHKY  
    
DOR Sea squirt [Ciona intestinalis] XP_002130814 
MLNTIAYWAGFGSNDTPVVDDNLSFITKETGDWTLVDLENQNDAQSNYPTPPPSPRIEHS
WLITPPPCFTAEASMHVGALNARENLLIEHPSMFVKPAEPSEEPKNKTESRSVQRHKGAP
TSLRRSHRRASRQASCVISQMHRSNQIKRDVARSNKAMQKMRQIVHQPRKRC 
 
DOR Lancelet [Branchiostoma floridae] CF918976; BW697867; 
CF9189763; BW698074;   
MFSAVTNLLFGASEEVGACDLRTSTLDDDWVLVELPAGMNIQQMEKETEALTQSRPGDRP
STSSSPVPIPENHPVEESWFVTPPPCFTAGGQSPVAMETNPMENLLIEHPSMSVYVQQRS
SRNSSGETTESSDSSGQHQQQRRDVVHRPPQRAAAIAARVGIVEQAKMKRHAQRVQERHE
KKANSKTNLQRANLTSCRPIRASRHNRNRGLMCKQPQGRVNKGRC 
 
DOR Sea urchin [Strongylocentrotus purpuratus] XP_001177555 
NCBI predicted plus genomic profiling and multiple ESTs 
MLSGLSDYLFGSSNNQAGDAMVTDDTQPQRDTPVKDPVKEIEMDGDWVLVDVTNDSGSPS
PLRSPTRSPSKDGFQSQPQAVPEKPHRMEESWFITPPPCFTAGGHSPHQLATSPLEDLLI
EHPSMSVYHHPSQRGAPMAHRRQHLPRQKSSRTVPKRTHNLRVLNAKPPRRAAAIAARVG
IEQSANQVGLQEQRDTKRHQQRQYSPGKIERHNKAYHHQSASSRRHYKQNSSISGRHSGA
IYKQPR 
 
DOR Fly Drosophila melanogaster] NP_728991  
MLSSLASYLFGSATSDSISQEANPAQNRTNASNANSSSSPGPTSDPAAGDVIEVTSSTPS
VAGSSRGAVRASNGKRGKNRRGKQQRTNQQQRKQQPAITKLLTPSGEIVDEDFDEDEWYI
VEKEDEEDDSLPRSDSEEELSVVEVSQPRGGSNNASSPMVTVATGTAFNCRRRQGVNSCS
LYSGPRPQQQRNYLQRSRVSRPLSISTLSPPRSVPALGAGDHDTLTQSLYVASPSGSDQG
QDHGQGANVLMEESWYVTPPPCFTSIGPINMETSPFENLLIEHPSMSVYHSIRSTQEGTD
SFVNLDLGVSTEVPQQREEPEPEAEPQDQRQALQEQQRAPNARFDSHAAVQLKQQTLARQ
SQKSKNKKEHQQLCRSAIKRANKVRDFQAKANRPRRSEMQHCKLVSGANNNRSKCCY 
 
DOR Sea slug [Aplysia californica] genomic profiling 
MFNSVAKYLWGDANEVEQGYMEVSGQADTAGEQLDLAIHQDDDDWLVVGQPGASDIELDE 
AASLRCSYNPLTGCSDSVQGALQDCTMNLNNFDLDSNYSSDGESGGDSGVRPSSPESVFS 
VCSGRSHATYRPSGSSHDPWIVAPPPCFTGSGLGELPTISSSPLENLLIEHPSMSVYLSV 
PPSSLPPSHPFHLAHLAGESAPASSEPRDSGDDSGEPGDALREDRTHQLPVGEQLPAAHR 
AHREGLGRHWGFAAPAQVSPAQAVARLHAAQRVQSGKSNKAVSRQKCRRENKVYEYKGCP 
KGNTKRSKRSRPSSCKSGRMCQRV 
 
 
 
 



DOR Capitella [Capitella sp ] EY564360 and genomic profiling 
MLSGISSYLFGASSAAEDNLPQPTVDPPEVQDDLERLMTREGEEEWVLVDKAARSPPRSP
RCRFRGSADVTPNGSSGHSTPVHILHPSLCESWLVTPPSCFTAAGSARSDPLENLLIEHP
SMSVYSLGQRGGRGRSAGEESEESDVEEEAVRSQRLQASRPHPLAINTAIASRKVTQRSM
QKAVKKHEQQRLARNVMQRNNRVQKHNNSCRRPRRSERMMQPSGRSNNRSMLH 
 
DOR Sea anemone [Nematostella vectensis] XP_001623518 
MFSSLTSYIWGQTDDQVVPDCPLDVEDSRTEEGWIMVDLGSVVNPKDVKKHEKAENAVPD
SVEESWYVTPPSCFESRDNFSGVLESNPMEDLLIEHPSMSVYGPRRSADASAGPSSRSAS
QAAEENQELEKKPPRRTVQFQEKLELIAQKRKVEAPQHGTIRPNKKNIKKQNLVQFQHSR
TRRTKKRDRMVGKHIGVHGKRGS  
 
DOR Trichoplax [Trichoplax adherens] genomic profiling 
MLWQSLSSYLWDQSSTEDASNHRVNVSLTEEDDWILVVKKENKDLEEVSNEDQLVKNRKE 
KESGWLLTPPPCFDGHVMEELSVSPFEDLLIEHPSMSIYRRIDSSASIRNNLDHDFAASL 
ANSGDNNTHEDTHEQSRSRSIELYMDRELNKKSDRFNYIRKARDLNVKRSLTFSKANSRS 
YSNSWSRRHCFTNFSYRR  
 
DOR Sponge [Ephydatia muelleri] AM760558  
NLIWGYPAAESREEPTDHITVEAEDWLLVQRSDKAQVCEGGSAPLDHGSQVTSDNESVCS
DASWVVAPAPRFRDSPETTNAGHPLENLLIEHPAMSVYGQIQVGSDTIVPTADVQLVTTV
SEQAGQAPNRQRRQVALHMDVPPKMPIAATQRVQFKHPKLSRASITRHNATVTKTRVPRM
RTRMSNSKKAGRRGC 
 
DOR Rainbow trout [Oncorhynchus mykiss] CA358690  
MFQALSSLFFGEVEEVAAEIKGPNPCVTDADEEGWMLVNLPEGATAETSPMEDLLIEHP
SMSVYVSPSNLSMISNGNLSIVGEESITSLTGSMSRVAEPAATSAVHNTMPTRVTRGAA
AQAGTLAKVTQVARVQRGKARTERRHLGRNRIQRQNRTREQVPRHAAHARNTYLHQPCQ
RNICH 
 
DOR Salmon [Salmo salar] BG935547  
MIGKIFAHFLGSTDDDFPTDDNETYEELIEFEEGGWVVINIQENNSLTPPEEDPLENLL
IEHPSMSVYQIRHQTSDEVDADEEDASPRPVPVKQHVSWRLAAWGSPLPCNVQLLAIQR
ARTHMECKELTRSALQRQNLAKVRFSPSDRRFGHFKQPCQRLYNY 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
Supplementary table 1 


