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Figure S1. Multiple alignment 

of 71 CaNACs of chickpea 

and well-known stress-

responsive NACs from 

Arabidopsis 

(ATAF1/ANAC002, 019, 029, 

055, 072 and ATAF2/081) and 

rice (SNAC1/ONAC002 and 

OsNAC6/SNAC2/ONAC048). 

Conserved NAC domain and 

subdomains (A-E) are indicated 

by thick blue line and black thin 

black lines, respectively, above 

the sequences. The putative 

nuclear localization signal 

(NLS) is shown by a blue 

double-headed arrow below the 

sequence. Putative stress-

related NAC subgroup is 

highlighted in red-colored 

background, and membrane-

bound CaNAC members are 

highlighted in turquoise-colored 

background. 

 


