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DaliLite Results: Multiple structural alignment

Each neighbour is shown in the pairwise Dali-alignment to 2nxfA. Inserted segments relative to the top structure are hidden. You can check the 'Expand gaps' option in the summary page to see the complete sequence of the matched proteins. Uppercase means structurally equivalent positions with 2nxfA. Lowercase means insertions relative to
2nxfA. The first part shows the amino acid sequences of the selected neighbours. The second part shows the secondary structure assignments by DSSP (H/h: helix, E/e: strand, L/l: coil). The most frequent amino acid type is coloured in each column.

                      :         :         :         :         |         :         :         :         :         100       :         :         :         :         |         :         :         :         :         200       :         :         :         :         |         :         :         :         :         300       :     
0001 2nxfA   DPVFTFGLIADVQYADIEDGENYLRTRRRYYRGSADLLRDAVLQWRRERVQCVVQLGDIIDGHNRRRDASDRALDTVXAELDACSVDVHHVWGNHEFYNFSRPSLLSSRLNSAQGSDLIGDDIYAYEFSPAPNFRFVLLDAYDLSVIGREEESEKHTHSWRILTQHNHNLQDLNLPPVSVGLEQRFVKFNGGFSEQQLQWLDAVLTLSDHKQERVLIFSHLPVHPCAADPICLAWNHEAVLSVLRSHQSVLCFIAGHDHDGGRCTDSSGAQHITLEGVIETPPHSHAFATAYLYEDRXVXKGRGRVEDLTITYS
0002 2xmoA   -RNLSMVVTTDVHYFAPYVAAG----DGKQLAYSDEITDAFLADVESKKTDVLIISGDLTNN-------EKTSHEELAKKLTQVETQVFVVPGNHDINNISPTDFSKIYSFGYEISSD--EFSLSYLAAPSSKVWLLMLDTA----IYKT--------------------QQGN-------------TTEGGLTAGTLDWIKESSALAKKNGAKLIPVLHHNLTDH---KGYTINYNQQVIDALTEGA-MDFSLSGHIHTQNIRSAKKEITDIVTNALSVF---PHKYGNITYSAKNFTYQSQKL-DYYVSP--
0003 3d03A   ---MLLAHISDTHFRLYGF------------IDVNAANADVVSQLNALRPDAVVVSGDIVNC-------RPEEYQVARQILGSLNYPLYLIPGNHDD----KALFLEYLQLCPQ---LGSDNNMRCAVDDF-ATRLLFIDSS--RAGT----------------------------------------SKGWLTDETISWLEAQLFEGG--DKPATIFMHHPPLPL--MDPIACENGHRLLALVERFPSLTRIFCGHNHSLTMTQY-RQALISTLPGTVHQDLSPASCLMHRQVGEQWVSYQHSL---------
0004 1qhwA   -STLRFVAVGDWGGVPNA------------TAREMANAKEIARTVQIMGADFIMSLGDNFYFT-------DKRFQEFEDVFSDRNIPWYVLAGNHDHL-GNVSAQIAYSWNFP---------SPYYRLRFKITVAIFMLDTVMCGNS-------------------------DFVS-----------QQPE--ARTQLSWLKKQLAAA--KEDYVLVAGHYPIW--SIAEHGPTRCLKNLRPLLAAYG-VTAYLCGHDHNLQYLQDENGVGYVLSGAGNFMEDSLGGFTYVEIGSKEMSITYVE-LFKTSLPRR
0005 1warA   TPALRFVAVGDWGGVPNA-----------HTAREMANAKEIARTVQILGADFILSLGDNFYFT-------DKRFQEFEDVFSLRKVPWYVLAGNHDHL-GNVSAQIAYSWNFP---------SPFYRLHFKVSVAIFMLDTVTCGNS-------------------------DFLS----------QQPE---ARTQLSWLKKQLAAA--REDYVLVAGHYPVW---SIAEHPTHCLKQLRPLLATYG-VTAYLCGHDHNLQYLQDENGVGYVLSGAGNFMEDSLGGFAYVEISSKEMTVTYIE-LFKTRLPRR
0006 1uteA   TPILRFVAVGDWGGVPNAP-----------HTARMANAKAIATTVKTLGADFILSLGDNFYFT-------DKRFQEFEDVFSLRNVPWHVLAGNHDHLGN-VSAQIAYSWNFP---------SPYYRLRFKVSVAIFMLDTVTCGNS-------------------------DFVS-----------QQPE--ARTQLAWIKKQLAAA--KEDYVLVAGHYPVW---SIAEHPTHCLKQLLPLLTTHK-VTAYLCGHDHNLQYLQDENGLGFVLSGAGNFMENSLGGFAYVEITPKEMSVTYIE-LFKTKLPRR
0007 3ib7A   RPDYVLLHISDTHLIGDRRLY----------VDADDRLGELLEQLNGLRPDAIVFTGDLADK-------EPAAYRKLRGLVEPFAAELVWVMGNHDD----RAELRKFLL-----------APLDRVCMID-GLRIIVLDTS--VPGH----------------------------------------HHGEIRASQLGWLAEELATP--APDGTILALHHPPIPS--AVTVELRDQAALGRVLRGT-DVRAILAGHLHYSTNATF-VGIPVSVASATCYTRDGAQGCNLVHVYPDTVVHSVIPL---------
0008 1xzwB   -VPYVFGLIGDIGQ----------------THDSNTTLTHYEQN--SAKGQAVLFMGDLSYSNRW-PNHDNNRWDTWGRFSERSYQPWIWTAGNHEID--PFVPFTNR-YPTP-ASGS--GDPLWYAIKRA-SAHIIVLSSYSG------------------------------------------------FVKYQYKWFTSELEKVNRSETWLIVLVHAPL---YNSYYMEGAMRAIFEPYFVYYK-VDIVFSGHVHSYERSERVSAPVYITIGDGGN----SFGHGIFDIKNTHAHFSWHR--DSLWLLNR
0009 1kbpA   -VPYTFGLIGDLGQ----------------SFDSNTTLSHYELS--PKKGQTVLFVGDLSYADRY-PNHDNVRWDTWGRFTERSYQPWIWTAGNHEIE--PFKPFSYR--YHVPASQS--TSPFWYSIKRA-SAHIIVLSSYS-------------------------------------------------AYGRQYTWLKKELRKVKRSETWLIVLMHSPLY--NSYNHHEGEARTKFEAWFVKYK-VDVVFAGHVHAYERSERVSAPVYITIGDANYGV--SFGHGMFDIKNTHAHFSWNRN-DSVWFFNR
0010 2yvtA   -XPRKVLAIKNFKE-------------------RFDLLPKLKGVIAEKQPDILVVVGNILKNE--NEHYIIETLDKFFREIGELGVKTFVVPGKNDA---PLKIFLRAA--------------HEGFAGWRGEFEVIGFGGLLTEFEED-----------------------------------------KYPRWYVEYIL-KFVNEL--KPRRLVTIFYTPPIGFVDRKHHGSAVVNTIIKSLN----PEVAIVGHV-GKGHELV-GNTIVVNPGEFEE-----GRYAFLDLT--QHKIKLEQ----------
0011 1uf3A   -TVRYILATSNPXG-------------------DLEALEKFVKLAPDTGADAIALIGNLXPKAA-----KSRDYAAFFRILSEAHLPTAYVPGPQDA---PIWEYL-REAA------------HETFTFWRGPYLVAGVGGEIA-PEEHE----------------------------------------RYPAWVAEYRLKAL-WELK--DYPKIFLFHTXPYHGLNEQ--GSHEVAHLIKTHN----PLLVLVA-GKGQKHEXL-GASWVVVPGDLSE-----GEYSLLDLR--ARKLETGN----------
0012 1ii7A   ---MKFAHLADIHLGYEQFH---------REEEFAEAFKNALEIAVQENVDFILIAGDLFHSSRP----SPGTLKKAIALLQIPKIPVFAIEGNHDR--TQRGPSNLLEVYVI----MRKE----VKGVYKD-LEIHGMKYMSS------------------------------------------------FEAN--EILKRLFR-----TDNAILMLHQGVRE--VSEA-YFEIG---LGDL--PEGYLYYALGHIHKRYETSY-SGSPVVYPGSLERW---NKGFYIVED----FKPRFVEI---------
0013 2wdeA   YGDATLLYFSDLHG---------------QAFPGMGALTALIRDQKARVKALVLDGGDTWTNSSLLT-RGEAVVRWQNLVG------DHMVSH-WEWT-LGRERVEELFRGEF------GDPLFPAYRIHRYALAVVGASYP-YVKVFTEG---------------------------------------FALD---ERRLQEAVDKARAEGNAVVLLSHGMQL---------------LAERIR---GIDLILSGHTHDLTPWRV-GKTWIVAGSAAG------KALMRVDLKLANLRVRVLP----------
0014 3qfkA   -SNIAFYVVSDVHG-------------------YIFPLLLANHVIEQDR-SFKIDNGDFLQGSP---NYLI--SQPLVDFYNRX-AFDFGTLGNHEFN-YGLPYLKDTLNYPV---ANIYSTLT-GVKYFQQTVGVIGLTT-QFIPHWEQPE-----------------------------------------FHSAFEILQQYLPEXKRHADIIVVCYHGGFEKD-------GENEYAXLEAFS--KDIDIFITGHQHRQIAERF-KQTAVIQPGTR-------TTVGRVVLSNLSVSCELLPV---------
0015 1ho5A   TYKITVLHTNDHHG---------------HFWRGLAAQKTLVDGIRKEV-VLLLSGGDINTGVP-----DLQDAEPDFRGMNLV-GYDAMAIGNHEFD-NPLTVLRQQEAKFP------GERLFKPWALFKLKIAVIGLTTDDTAKIGNPE-TDIE-------------------------------------FRKPADEAKLVIQELQTEKPIIIAATHMGHYDN-------NAPG-EMARAL-PAGSLAMIVGGHSQDPVPDQQ-NGIWIVQAHEWG------KYVGRADFEFMKMVYQLIP----------
0016 2z1aA   -FTLTLVHTNDTHA-------------------HLEPVARRVALFDRVW-PLFLDAGDVFQGTL----NQYR-GLADRYFMHRL-RYRAMALGNHEFD-LGPGPLADFLARFK----VDAS--FAPYAVVVERVGIIGLTT-PDTRSNPGP----------------------------------------AFLD-PYESAQKAVYELLAKGNKIVVLSHGYGE--------------KLARRL---VGVQVIVGGHSHTLLPTVVKKDVLVVQAWEW-------KVVGLLEVTFLAYKGEALLM---------
0017 3c9fB   -NDINFVHTTDTHG-------------------WYSGWGDFISFTTHMR-LLLIDSGDRHDGNSDITSPNLKSTPIFIKQD-----YDLLTIGNHELY--NSKQEYETVVHFQD-----FVPLGLKYKYFTIRVMAFGFLFD--FKRFNS-----------------------------------------PMAE-TIHEFQEALKH---EVDLIIIVGHTPISH-----NWGE--FYQVHQYLRQFFTIIQYFGGHSHIRDFTVFDSLSTGLQSGRYC------ETVGWTSVNLDRFSRSYID-GDDT-----
0018 3ivdA   AKDVTIIYTNDLHA---------------HVEPGWANITTLVKQEKAKN-TWFFDAGDYFTGISSL-TKGKAIIDIXNTXP-----FDAVTIGNHEFD-HGWDNTLLQAKFPI---GNIFKSFW-PYTIIEVKIGVIGLHGAFNDTVTRVG-------------------------------------------RDEIKWLQRYIDELKGKVDLTVALIHEG-------RRAL--KDIQTASQVK---GLDILITGHAHVGTPIKV-GNTLILSTDSGG------IDVGKLVLDNFTVNFELKTI---------
0019 1t71A   MNSIKFIFLGDVYG-----------------KAGRNIIKNNLALKSKYQADLVIVNAENTTH-------SLKHYEFLKEAG------NYITMGNHTWFQKDLAVVINKK-------LNLDT----GSLVFEAKIRITNLLG--VPLP----------------------------------------------TTNPFKVLKELILKR--DCDLHIVDFHA----------ETTSEKNAFCMAFD--GYVTTIFGTHTHVPSLRITPKGSAYIDVGMCGPGFCGAQLGVFFEVDVNTIKTEAIRI---------
0020 3gveA   QVHLSILATTDIHA---------------NXXDGLARTAQLIQKHREQNNTLLVDNGDLIQGNLGEYAV-THPIISVXNALK----YDAGTLGNHEFN-YGLDFLDGTADFPI------GENRYTPYVINEVKVGYIGF-VPPQITWDKLEGQVQ--------------------------------------VQDIVESANETIPKXKAEGDVIIALAHTGIEK-----AENA---FDLATKTK---GIDAIISGHQHGLFPGTIN-GIPVVXPSSWG------KYLGVIDLKLADSKGSIESI---------
0021 3jyfA   TVDLRIXETTDLHS---------------NXXDGLVRTASLIEQARAEVNSVLVDNGDVIQGPLGDYXA-VHPVYKAXNTLN----YAVGNLGNHEFN-YGLDFLHKAAKFPY------GKPXFTPYLIQDLRIGYIGF-VPPQITWDKLNGKVT--------------------------------------VNDITETARKYIPEXRAKGDVVVVVAHSGLSA-----AENS---YYLSQVP----GVDAIXFGHAHAVFPGTLN-GVPAVXPGXWG------DHLGVVDLVLTQSKAEARPI---------
0022 1t70A   ---MRVLFIGDVFG-----------------QPGRRVLQNHLPTIR-PQFDFVIVNMENSA------------HRDAARGALEA-GAGCLTLGNHAWHHKDIYPMLSTYPIV-----YADPTPGVGWRTFDEKLTVVNLLG-------------------------------------------VFME-----VDNPFRTMDALLER--DDLGTVFVDFHA----------EATSEKEAMGWHLA--GRVAAVIGTHTHVPTTRILKGGTAYQDAGFTGPHDGRAELNGALHFEG-TAAERYRFI---------
0023 2cv9A   ---XRVLFIGDVXA-----------------EPGLRAVGLHLPDIR-DRYDLVIANGENAA------------DRRSYRLLREAG--DLVSLGNHAWDHK--YALLESEPVV-----YPPGT-KGFWRLEVESLLFVQVXG-------------------------------------------IFXD-----LDDPFRALDRLLEEEK--ADYVLVEVHA---------ATSE--KXALAHYLD--GRASAVLGTHTHVPTATRLPKGTLYQDVGXTGTYHGKARFHAELVFEGGVAISPYVW----------
0024 1su1A   --MMKLMFASDIHG-------------------SLPATERVLELFAQSGAQWLVILGDVNHGP---------APAKVVERLNEVAHKVIAVRGNCDS-----EVDQMLLFPIT----------APWQ--VLLE-------------------------------------------------------------------------------KQRLFLTHGFGPE--------------NLPAL---NQNDVLVYGHTHLPVAEQR-GEIFHFNPGSVSIP---PASYGMLDN----DVLSVIA-IAQVAINP-
0025 1s3lA   ---MKIGIMSDTHD-------------------HLPNIRKAIEIFNDENVETVIHCGDFV-------------SLFVIKEFENLNANIIATYGNND--GERC-KLKEWLEENI----------DFISVEIDD---------------------------------------------------------------------------------LKFFITHG-----------HHQSV--LEMAIK-SGLYDVVIYGHTHERVFEEV-DDVLVINPGECCGYL-GIPTIGILDTE--KKEYREIVL---------
0026 3ck2A   XAKQTIIVXSDSHG-------------------DSLIVEEVRDRYVG-KVDAVFHNGDSE------------RPDS--PLWE----GIRVVKGNXDF----------AGYP-------------RLVTELG---------------------------------------------------------------------------------STKIIQTHG----------DINFNFQKLDYWAQEE-EAAICLYGHLHVPSAWLE-GKILFLNPGSISQP---ECLYARVEIDDSYFKVDFLT--LSKEFSR-
0027 2a22B   DFGDLVLLIGDLKIPY-------------GAKEL-----NFRELLATDKINYVLCTGNVC-------------SQEYVEMLKNITKNVYIVSGDLDSAIF-----SNGVFP-------------YVVVQIG---------------------------------------------------------------------------------EFKIGLMHG--------LPWDDPGS-QWQRRL-----CDILVTGHTHKLRVFEK-NGKLFLNPGTATGA---PPSFMLMALQGNKVVLYVYDL-AMSEFSK-
0028 2r17A   --XXLVLVLGDLHIP--------------RCNSLPAKFKKL--LVPG-KIQHILCTGNLC-------------TKESYDYLKTLAGDVHIVRGDFD--ENLN---------------------EQKVVTVG---------------------------------------------------------------------------------QFKIGLIHG--------IPWGDXASALLQRQFD----VDILISGHTHKFEAFEH-ENKFYINPGSATGA---IPSFVLXDIQASTVVTYVYQL-ERIEYKKP
0029 3e0jA   DTDRFVLLVSGLGLGG-------------GGGESLLGTQLLVDVVTGAHVSRVILAGNLLSH---TQAASVEAVKMLDEILLQLSVPVDVMPGEFD--PTNY--HPCMF-QLVT----------PYQATIDG---------------------------------------------------------------------------------VRFLGTSGQN--------VSDIF--WTLRVR-FPECPHVYFCGNTPSFGSKIIRGTVLLVTVPDFSAT----QTACLVNLR--SLACQPIS----------
0030 1xm7A   --NAMMYFISDTHFYHENINLN---PEVRF-GFEIVILTNLLKVLK--PEDTLYHLGDFTW--------HFND--EYLRIWKALPGRKILVMGNHDK------DKESKEYFDE------------------------YDFY-----------------------------------------------------------------------GKRILLSHYPAK---DPIT-RYPDQEMVREIYFKEN-CDLLIHGHVHW-CACKDY-RIECINANVE------DYKPISER----------------DKLI--
0031 2gjuA   --MVYVAVLANIAG-------------------NFPALTAALEKIEELKIEKYYILGNIVGL---------PYPREVIEAIKNLTSNVKVIRGKYDQLIAMSD---REYLRD-----------IYLVD------------------------------------------------------------------------------------KNEIFGVYGSP-------DGEI----AIMRPVK---EYEMLLVASPRYPLDAMT-MYGRVVCPGSIFPPAREHKTFALVDAE--TLKVKFIE----------
0032 3floA   GSSLKVIVTCGPYF--------------NDNF--LELLQEFIDSINEVKPHVLIMFGPFIDIT-IASGTLDELFLLFTPILKTISIQTVLIPSTKD-AISNH--IRKAL-KCMA---------NPSSFQIN-EIYFGCSNV------------------------------------------PGSIRGADL-YLGLT-EFVGGF-------------------------------------------SPDIMIIPSELQHFARVV-QNVVVINPGRFIRATGNRGSYAQITVQCPRARVDLIA----------
0033 2kknA   --VKRFLLISDSHVPVR-------------MASL----DEILNSLK--EYDGVIGLGDYV-------------DLDTVILLEKFSKEFYGVHGNM--DYPD------EHLP---------------LLVE----------------------------------------------------------------------------------GVTIGMCHG----------WGAPDLKDRLLKVFNE--PQVILFGHTHEPEDTVKA-GVRFLNPGSLAE-----GSYAVLELDGGEVRFELKTL---------
0034 1nnwA   ---VYVAVLANIAG----------------NLPALTAALSRIEEMREYEIEKYYILGNIVGLFP--------YPKEVIEVIKDLKENVKIIRGKYDQIIAMREYL--RDLP---------------VDKIG---------------------------------------------------------------------------------GNEVFGVYGSP-------DGEV----AIMRPVK---DYEMLIVASPMYPVDAMT-RYGRVVCPGSVGFP-EHKATFALVDVD--TLKPKFIE----------
0035 2z72A   ---KKVVALSDVHG-------------------QYDVLLTLLKKIIDFGEGHMVMTGDIFD---------NEVLWFMYQLDQQARGMVHLLMGNHEQMVLG-TEIGQWLRSKN-----------------------------------------------------------------------------------------------------DVLYMHGGIS-------WYRG--AELDTILQHF-NVNHIVVGHTSQVLGLFH----KVIAVSSIKVGK--SGELLLLEN----NRLIRGLY-ETLQENS-
0036 2qjcA   --TGRVIIVGDIHG-------------------CRAQLEDLLRAV-SFKQDTLVAVGDLVN-----------DSFGVVRLLKRL--GAYSVLGNHDAKLLKLVK--ETYLSQ--------------RIPA------------------------------------------------------------------------------------NVXVAHAGLH-------TXRNL----SXWR-----PETVVFGHDAGLQEQY----PLAIGLSRCVYGG---RLSAAVFP----GGCIISV----------
0037 1s70A   ---APLKICGDIHG-------------------QYTDLLRLFEYGGPPEA-NYLFLGDYVDR----------QSLETICLLAYKIENFFLLRGNHECINRI-KTFTDCFNCLP----------------------------------------------------------------------------------------------------EKIFCCHGGDPDK--------FTFGDVVSKFLNRHDLDLICRAHQVVYEFFAK----QLVTL-FSAPN---AGGMMSVDET---LMCSFQIL---------
0038 1wao1   KETEKITVCGDTHG-------------------QFYDLLNIFELNGL-ETNPYIFNGDFVDR----------FSVEVILTLFGF-DHFHLLRGNHETMNQI-ELFSEVFEWLP-----------AQCIN------------------------------------------------------------------------------------GKVLIMHGGDPQP-------SCQFGDVTKAFLEENNLDYIIRSHEVKYEVAHG---GRCVTVFSAPNYCD-KASYIHLQGS--DLRPQFHQF---------
0039 2dfjA   ----ATYLIGDVHG-------------------CYDELIALLHKV-EFTPDTLWLTGDLVA-----------GSLDVLRYVKSLGDSVRLVLGNHDLHLLAVFA---NWLR--------------IDEE-------------------------------------------------------------------------------------KLVMAHAGIT-------RMRFC----IPGP----EEYSIAFGHWAEGKGTP----EGIYALDTGCCWG---LTCLRWE------DKQYFV----------
0040 2nppC   ---CPVTVCGDVHG-------------------QFHDLMELFRIGGK-PDTNYLFMGDYVDR----------YSVETVTLLVAL-ERITILRGNHESITQV---FTDL-FDYL----------PLTA--------------------------------------------------------------------------------------GQIFCLHGGDPDD-------GYTFGDISETF-HANGLTLVSRAHQLVYNWCHD----NVVTI-FSAPNY--QAAIMELDDT---LKYSFLQF---------
0041 3icfA   TPDVKISVCGDTHG-------------------QFYDVLNLFRKFGK-PKHTYLFNGDFVDR----------WSCEVALLFYCLPNNFFLNRGNHESXNKI-NXFAQSFESLP----------------------------------------------------------------------------------------------------NDYLVXHGGDPQE--SQRG--HAFGDITDRFLRNNKLRKIFRSHELRVQFEQK---GKLXTV-FSAPNY-GNLGVIHVVPG----NLIIETF---------
0042 1auiA   ---APVTVCGDIHG----------------QFFDLMKLFEVG-GSPAN--TRYLFLGDYVDR----------FSIECVLYLALKIKTLFLLRGNHECLTEY-DACMDA---------------------------------------------------------------------------------------------------------QQFLCVHGGL--------SDPLYSYPAVEFLQHN-NLLSILRAHEAQYRMYKSQTT-SLITI-FSAPN---KAAVLKYEN----NVMNIRQF---------
0043 1g5bB   -KYRNIWVVGDLHG-------------------CYTNLMNKLDTI-GFDNDLLISVGDLVDR----------ENVECLE-----FPWFRAVRGNHEQMMIDGLS---HKAD------------------VSKD--------------------------------------------------------------------------------KKYVICHADYP-------WNRER-----KEIK---GADTFIFGHTPAPLKFA-----NQMYITGAVFCG---NLTLQVQGA--------------------
0044 1emsA   -GRHFIAVCQMTS---------------NDLEKNFQAAKNMIERAGEKKCEMVFLPECFDF-LAMA---DCEYMEKYRELARKHNIWLSLGG--LHHK-----------VTRA-------------------------YNKL---------------------------------DLEI----LMESEFSKAGT--EMIP-------------GRLGLSICYDVR--------------FPELSLWKRGAQLLSFPSAFT--LRARENQCYVVAAAQT------RVDMCFAEIDLSY-------------VDTL
0045 3hkxA   GSHMRIALMQHTA---------------LDPQHNLDLIDDAAARASEQGAQLLLTPELFGF-VSAE--QVDAARSRLRGIARDRGIALVWS----LPGPEG-------EVLA--------------------------YQKV------------------------------------------YGPEE-PGEQ-------------------RQLSLLVCYDVE-----------FPEMVRAAAAR-GAQLVLVPTALA--LPARENGITLAYANH-------EPGLLVVDLPD-------------------

                      :         :         :         :         |         :         :         :         :         100       :         :         :         :         |         :         :         :         :         200       :         :         :         :         |         :         :         :         :         300       :     
0001 2nxfA   LLLEEEEEELLLLLLLLLLEELLLLLLEELLLHHHHHHHHHHHHHHHLLLLEEEELLLLLLLHHHHLLLHHHHHHHHHHHHHLLLLEEEELLLHHHHHHLLHHHHHLLLLLLLLLEELHHHLLLLEEEEEELLEEEEELLLLLLLLLLLLLLLHHHHHHHHHHHHHLLLLLLLLLLLLLLLHHHHLLLLLLLLLHHHHHHHHHHHHHHHHHLLEEEEEELLLLLLLLLLHHHLLLLHHHHHHHHHLLLLEEEEEELLLLLLEEEELLLLLEEEELLLHHHLLLLLLEEEEEEELLLEEEEEEEELLLLEEEELL
0002 2xmoA   -LLEEEEEELLLLLLLHHHHLL----LLLLHHHHHHHHHHHHHHHHHHLLLEEEEELLLLLL-------LHHHHHHHHHHHHHHHLEEEEELLLLLLLLLLHHHHHHHLHHHHLLEEL--LLLLLEEELLLLLEEEEELLLL----LLLL--------------------HHLL-------------LLLLLLLHHHHHHHHHHHHHHHHLLLEEEEELLLLLLLL---LLLLLLLHHHHHHHHHHLL-LLEEEELLLLLLEEEEEELEEEEEELLLLLLL---LLEEEEEEEELLEEEEEEEEL-LEEELL--
0003 3d03A   ---LEEEEELLLLLLLLLL------------LLHHHHHHHHHHHHHLLLLLEEEEELLLLLL-------LHHHHHHHHHHHLLLLLLEEEELLLLLL----HHHHHHHHHHLHH---HLLLHHLLEEELLL-LLEEEELLLL--LLLL----------------------------------------LLLLLLHHHHHHHHHHHHHHL--LLLEEEEELLLLLLL--LHHHLLLLLHHHHHHHHHLLLEEEEEELLLLLLEEEEE-LLEEEEELLLLLLLLLLLLEEEEEEEELLEEEEEEEEL---------
0004 1qhwA   -LLEEEEEELLLLLLLLL------------LHHHHHHHHHHHHHHHHHLLLEEEELLLLLLLL-------LLHHHHLLLLLLLLLLLEELLLLLLHHH-LLHHHHHHHHEELL---------LLLEEEEEELEEEEEELLHHHHLLH-------------------------HLLL-----------LLLL--HHHHHHHHHHHHLLL--LLLEEEEELLLLLL--LLLLLLLLHHHHHLHHHHHHHL-LLEEEELLLLLEEEEELLLLLEEEEELLLLLLLLLLLEEEEEEELLLEEEEEEEE-EEEEEEELL
0005 1warA   LLLEEEEEELLLLLLLLL-----------LLHHHHHHHHHHHHHHHHLLLLEEEELLLLLLLL-------LLHHHHLLLLLLLLLLLEEELLLLLHHH-LLHHHHHHHHEELL---------LLLEEEEEELEEEEEELLHHHHLLH-------------------------HLLL----------LLLL---HHHHHHHHHHHHHHL--LLLEEEEELLLLLL---LLLLLLLHHHHHLHHHHHHLL-LLEEEELLLLLEEEEELLLLLEEEEELLLLLLLLLLLEEEEEEELLLEEEEEEEE-EEEEEEELL
0006 1uteA   LLLEEEEEELLLLLLLLLL-----------LLHHHHHHHHHHHHHHHHLLLEEEELLLLLLLL-------LLHHHHLLLLLLHLLLLEEELLLHHHHHLL-HHHHHHHHEELL---------LLLEEEEEELEEEEEELLHHHHLLH-------------------------HLLL-----------LLLL--HHHHHHHHHHHHHHL--LLLEEEEELLLLLL---LLLLLLLHHHHHLHHHHHHLL-LLEEEELLLLLEEEEELLLLLEEEEELLLLLLLLLLLEEEEEEELLLLEEEEEEE-EEEEEELLL
0007 3ib7A   LLLEEEEEELLLLLLLLLLLL----------LLHHHHHHHHHHHHHLLLLLEEEELLLLLLL-------LHHHHHHHHHHHHHHHLEEEELLLLLLL----HHHHHHHHH-----------LLLLEEEEEL-LEEEEELLLL--LLLL----------------------------------------LLLLLLHHHHHHHHHHLLLL--LLLLEEEELLLLLLLL--HHHHLLLLHHHHHHHHLLL-LEEEEEELLLLLLEEEEE-LLEEEEELLLLLLEELLLLEEEEEEELLLLEEEEEEEL---------
0008 1xzwB   -LLEEEEEELLLLL----------------LHHHHHHHHHHHHL--LLLLLEEEELLLLLLHHHL-HHHLLHHHHHHHHHHHHHLLLEELLLLHHHLL--LLHHHHHH-LLLL-HHLL--LLLLLEEEEEL-LEEEEELLLLLL------------------------------------------------LLLLHHHHHHHHHHHLLLLLLEEEEELLLLL---LLLLLLLLHHHHHHHHHHHHLL-LLEEEELLLLLEEEELLELLLEEEEELLLLL----LLEEEEEEELLLEEEEEEEE--EEEEEELL
0009 1kbpA   -LLEEEEEELLLLL----------------LHHHHHHHHHHHHL--LLLLLLEEELLLLLLHHHL-HHHLLHHHHHHHHHLHHHLLLEEELLLHHHLL--LLHHHHHH--LLLLLLLL--LLLLLEEEEEL-LEEEEELLLLL-------------------------------------------------LLLLHHHHHHHHHLLLLLLLLEEEEELLLLLL--LLLLLLLLHHHHHHHHHHHHLL-LLEEEELLLLLEEEELLELLLEEEEELLLLLLL--LLEEEEEEELLLEEEEEEEEL-EEEEEELL
0010 2yvtA   -LLLEEEEEELLLL-------------------LHHHHHHHHHHHHHHLLLEEEEELLLLLLH--HHHHHHHHHHHHHHHHHLLLLEEEEELLLLLL---LHHHHHHHH--------------LLEEEEELLLEEEEEELLEEELLLLL-----------------------------------------EEEHHHHHHHH-HHHHHL--LLLEEEEEELLLLLLLLLLLLLLLHHHHHHHHHHL----LLEEEELLL-LLEEEEE-LLEEEEELLLHHH-----LEEEEEELL--LLEEEEEE----------
0011 1uf3A   -LLLEEEEEELLLL-------------------LHHHHHHHHLHHHHHLLLEEEEELLLLLLLL-----LHHHHHHHHHHHHHHLLLEEEELLLLLL---LHHHHH-HHHH------------LLLEEEELLLEEEEEELLEEE-LLLLL----------------------------------------EEEHHHHHHHHHHH-HHLL--LLLEEEEELLLLLLLLLLL--LLHHHHHHHHHHL----LLEEEEL-LLLLEEEEE-LLEEEEELLLHHH-----LEEEEEELL--LLEEEEEE----------
0012 1ii7A   ---LEEEEELLLLLLLLHHH---------HHHHHHHHHHHHHHHHHHLLLLEEEEELLLLLLLLL----LHHHHHHHHHHHHHHHLLEEEELLLLLL--LLLLLLHHHHLEEL----EELL----EEEEELL-EEEEEELLLLH------------------------------------------------HHLL--LHHHHHLL-----LLLEEEEEELLLHH--HHHL-LLLLL---HHHL--LLLLLEEEEELLLLLEEEEE-LLEEEEELLLLLLL---LLEEEEEEL----LEEEEEEL---------
0013 2wdeA   LLLEEEEEELLLLL---------------LLLLLHHHHHHHHHHHHHHHEEEEEELLLLLLLLHHHH-LLHHHHHHHHHHL------LEELLL-HHHH-HLHHHHHHHLLLEE------LLLLLLLEEEEEEEEEEEEELLL-LHHHHHLL---------------------------------------LLLL---HHHHHHHHHHHHHLLLEEEEEELLHHH---------------HHLLLL---LLLEEEELLLLLLLLEEE-LLEEEEELLLLL------LEEEEEEEEEEEEEEEEEE----------
0014 3qfkA   -LEEEEEEELLLLL-------------------LLLLHHHHHHHHHHHH-EEEEELLLLLLLLH---HHHH--LHHHHHHHHHL-LLLEELLLHHHHL-LLHHHHHHHLLLLL---LLEEEELL-LEEEEEEEEEEEEEEL-LLHHHLLLHH-----------------------------------------ELLHHHHHHHHHHHHHHHLLEEEEEEELLLLLL-------LLLLHHHHHHHH--HHLLEEELLLLLLEEEEEE-LLEEEEEELLL-------LEEEEEEEELEEEEEEEEEL---------
0015 1ho5A   EEEEEEEEELLLLL---------------LLLLLHHHHHHHHHHHHHHH-EEEEELLLLLLLLH-----HLLLLHHHHHHHHHH-LLLEEELLHHHHL-LLHHHHHHHHLLLL------LEELLLLEEEEEEEEEEEEEELLLHHHHLLHH-LLEE-------------------------------------ELLHHHHHHHHHHHHHHLLLEEEEEEELLLLHH-------LLLL-HHHHHL-LLLLLLEEELLLLLLLLLEEE-LLEEEELLLLLL------LEEEEEEEEEEEEEEEEEE----------
0016 2z1aA   -LEEEEEEELLLLL-------------------LLLLHHHHHHHHHHHH-EEEEELLLLLLLLH----HHHL-LHHHHHHHHHL-LLLEEELLHHHHL-LLHHHHHHHHLLLE----EELL--LLLEEEEEEEEEEEEEEL-LLHHLLLLL----------------------------------------EELL-HHHHHHHHHHHHHHLLLLEEEEEELHHH--------------HHHLLL---LLLLEEEELLLLLLLLEEEELEEEEEELLLL-------LEEEEEEEEEEEEEEEEEEL---------
0017 3c9fB   -LLEEEEEELLLLL-------------------LLLLHHHHHHHHHHHH-EEEEELLLLLLLLHHLLLLLLLLHHHHLLLL-----LLEELLLHHHLL--HHHHHHHLHHHLLL-----EEELLLLLEEEELEEEEEELLLL--LLLLLL-----------------------------------------LHHH-HLLLHHHHLLL---LLLEEEEELLLLLLL-----LLLH--HHHHHHHHHHHLLEEEEEELLLLLEEEEEEELLEEEEEELLLL------LEEEEEEELLLHEEEEEEE-LLLL-----
0018 3ivdA   LEEEEEEEELLLLL---------------LLLLLHHHHHHHHHHHHHHL-EEEEELLLLLLLHHHL-LLLHHHHHHHLLLL-----LLEELLLHHHHL-LLHHHHHHHLLLLL---LLEELLLL-LEEEEEEEEEEEEEELHHHHHLHLLL-------------------------------------------LLHHHHHHHHHHHHLLLLLEEEEEEELL-------LLLL--HHHHHHHHLL---LLLEEEEELLLLLLLEEE-LLEEEELLLLLL------LEEEEEEEEEEEEEEEEEEL---------
0019 1t71A   LLLLEEEEELEELH-----------------HHHHHHHHLLHHHHHHHLLLEEEEELLLLLL-------LHHHHHHHHHHL------LEEELLLLLLLLHHHHHHLLLL-------LLLLL----LEEEEELEEEEEEEEL--LLLL----------------------------------------------LLLHHHHHHHHHLLL--LLLEEEEEEEL----------LLHHHHHHHHHHHL--LLLLEEEEELLLLLLLEELLLLLEEELLLEELLLLLLEEEEEEEELLLLLLEEEEEEE---------
0020 3gveA   EEEEEEEEELLLLL---------------LLLLLHHHHHHHHHHHHHHLLEEEEELLLLLLLLHHHHHH-LLHHHHHHHHLL----LLLEELLHHHHL-LLHHHHHHHLLLLE------LLLLLLLEEEEEEEEEEEEE-LLLLHHHLHHLLLLE--------------------------------------ELLHHHHHHHHHHHHHHLLLEEEEEELLLLLL-----LLLL---HHHHHHLL---LLLEEEELLLLLEELLEEL-LEEEEEELLLL------LEEEEEEEEEEEEEEEEEEL---------
0021 3jyfA   EEEEEEEEELLLLL---------------LLLLLHHHHHHHHHHHHHLLLEEEEELLLLLLLHHHHHHH-LLHHHHHHLLLL----LLEEELLHHHHL-LLHHHHHHHLLLLE------LLLLLLLEEEEEEEEEEEEE-LLLLHHHLHHLLLEE--------------------------------------ELLHHHHHHHHHHHHHHLLLEEEEEELLLLLL-----LLLL---HHHLLLL----LLLEEEELLLLLEELLEEL-LEEEEEELLLL------LEEEEEEEEEEEEEEEEEEL---------
0022 1t70A   ---LEEEEELLLLH-----------------HHHHHHHHHHHHHHH-HHLLEEEEELLLLL------------LHHHHHHHHHH-LLLEEELLLLLLLLLLHHHHHHLLLEE-----LLLLLLLLLEEEEELEEEEEEEEL-------------------------------------------LLLL-----LLLHHHHHHHHLLL--LLLLEEEEEEEL----------LLHHHHHHHHHHHL--LLLLEEEEELLLLLLLEEELLLEEEELLLLLEELLLLEEEEEEEEEEL-EEEEEEEEE---------
0023 2cv9A   ---LEEEEELLLLL-----------------HHHHHHHHHHHHHHH-HHLLEEEEELLLLL------------LHHHHHHHHHHL--LEEELLLLLLLLL--HHHHHHLLEE-----LLLLL-LLEEEEEEEEEEEEEEEL-------------------------------------------LLLL-----LLLHHHHHHHHHHHLL--LLEEEEEEEL---------LHHH--HHHHHHHHL--LLLLEEEEELLLLLLLEELLLLLEEELLLLLLLLLLLLEEEEEEEEELLEEEEEEEE----------
0024 1su1A   --LLEEEEELLLLL-------------------LHHHHHHHHHHHHHHLLLEEEELLLLLLLL---------LHHHHHHHHHLLHHHEEELLLLLLL-----HHHHHHLLLLL----------LLEE--EELL-------------------------------------------------------------------------------LLEEEEELLLLLL--------------LLLLL---LLLLEEELLLLLLLEEEEE-LLEEEEELLLLLLL---LLEEEEEEL----LEEEEEE-EEEEELLL-
0025 1s3lA   ---LEEEEELLLLL-------------------LHHHHHHHHHHHHHLLLLEEEELLLLL-------------LLHHHHHHHHLLLEEEEELLLLL--LLHH-HHHHHHLLLE----------LEEEEEELL---------------------------------------------------------------------------------EEEEEEEL-----------LLHHH--HHHHHH-HLLLLEEEEELLLLLEEEEE-LLEEEEELLLLLLLL-LLLEEEEEELL--LLEEEEEEL---------
0026 3ck2A   LLLEEEEEELLLLL-------------------LHHHHHHHHHHHLL-LLLEEEELLLLL------------LLLL--HHHL----LEEELLLLLLL----------LLLL-------------EEEEEEL---------------------------------------------------------------------------------LEEEEEELL----------LLLLLLHHHHHHHHHL-LLLEEELLLLLLEEEEEE-LLEEEEEELLLLLL---LLLEEEEEELLLEEEEEEEL--LLEEEEL-
0027 2a22B   LLLEEEEEELLLLLLL-------------LLLLL-----HHLLHHHLLLLLEEEELLLLL-------------LHHHHHHHHLLLLEEEELLLLLLLLLL-----LLLLLL-------------EEEEEEL---------------------------------------------------------------------------------LEEEEEELL--------LLLLLHHH-HHHHHL-----LLEEEELLLLLLEEEEE-LLEEEEELLLLLLL---LLEEEEEEEELLEEEEEEEEE-EEEEEEL-
0028 2r17A   --LEEEEEELLLLLL--------------LLLLLLHHHHHH--LLLL-LLLEEEELLLLL-------------LHHHHHHHHHHLLLEEELLLLLL--LLLL---------------------LEEEEEEL---------------------------------------------------------------------------------LEEEEEELL--------LLLLLHHHHHHHHHHL----LLEEELLLLLLLEEEEE-LLEEEEELLLLLLL---LLEEEEEEELLLLEEEEEEEL-EEEEELLL
0029 3e0jA   LLLLEEEEELLLLLLL-------------LLHHHHHHHHHHHHHHHLLLEEEEEEELLLLLL---HHHHHHHHHHHHHHHHHHHLLLEEEELLLLL--LLLL--LLLLL-EELL----------LEEEEELL---------------------------------------------------------------------------------EEEEELLLHH--------HHHHH--HHHHLL-LLLLLLEEEEEEELLLEEEEEELEEEEEEEELHHHH----LEEEEEELL--LLLLLEEE----------
0030 1xm7A   --LLLEEEELLLLLLLLLHHHL---LLLLL-LHHHHHHHHHHLLLL--LLLEEEELLLLLL--------LLLL--LHHHHHHHLLLEEEEELLLLLL------LHHHLLLLLE------------------------ELLE-----------------------------------------------------------------------LEEEEEELLLLL---LLLL-LLHHHHHHHHHHHHLL-LLEEEELLLLL-LLLLLL-LLLEEELLHH------LLLLEELH----------------HLLL--
0031 2gjuA   --LEEEEEEELLLL-------------------LHHHHHHHHHHHHHHHEEEEEEELLLLLL---------LLHHHHHHHHHHHHLEEEELLLHHHHHHHLLL---HHHHHH-----------LLEEE------------------------------------------------------------------------------------LEEEEEELLLL-------LLLL----HHHHHHL---LLLEEEELLLLLEEEEEE-LLEEEEEELLLLLLLLLLLEEEEEELL--LLLEEEEE----------
0032 3floA   LLLEEEEEEELLLL--------------LLLL--LHHHHHHHHHHHLLLLLEEEEELLLLLLL-HHHLLHHHHHHHLHHHHLLLLLEEEEELLLLL-LLLLL--LLLLL-EELL---------LLEEEEEL-LEEEEELLL------------------------------------------LLLEEELLL-HHHHH-LLHHHL-------------------------------------------LLLEEELLLLLLLEEEEE-LLEEEEELLLLLLLLLLLLEEEEEEELLLHEEEEEEE----------
0033 2kknA   --LEEEEEELLLLLLLL-------------LLLL----HHHHHHHH--HLLEEEELLLLL-------------LHHHHHHHHHHLLLEEELLLLL--LLHH------HLLL---------------EEEL----------------------------------------------------------------------------------LEEEEELLL----------LLLHHHHHHHHHHLLL--LLEEELLLLLLLLEEEEL-LEEEELLLLLLL-----LEEEEEEEELLEEEEEEEEL---------
0034 1nnwA   ---LEEEEEELLLL----------------LHHHHHHHHHHHHHHHHLLEEEEEEELLLLLLLL--------LHHHHHHHHHHHHLLEEEELLHHHHHHHHHHHH--HLLL---------------EEEEL---------------------------------------------------------------------------------LEEEEEELLLL-------LLLL----HHHHHHL---LLLEEEELLLLLEEEEEE-LLEEEEEELLLLLL-LLLEEEEEEELL--LLLEEEEE----------
0035 2z72A   ---LEEEEELLLLL-------------------LHHHHHHHHHLLLLLLLLEEEELLLLLL---------HHHHHHHHHHHHHHHLEEEELLLHHHHHHHH-LHHHHHHHLLL-----------------------------------------------------------------------------------------------------LEEEELLLLL-------LLLH--HHHHHHHHHH-LLLEEEELLLLLLEEELL----LEEELLLHHHLL--LLLEEEEEL----LEEEEELL-EEEEELL-
0036 2qjcA   --LLLEEEELLLLL-------------------LHHHHHHHHHHH-LLLLLEEEELLLLLL-----------LHHHHHHHHHHH--LLEELLLHHHHHHHHHHH--HHHHHL--------------EEHH------------------------------------------------------------------------------------LEEEELLLLL-------HLLEE----HHLL-----LLEEEELLLHLLLLLL----LLEEELLLHHHLL---EEEEEEEL----LLEEEEE----------
0037 1s70A   ---LLEEEELLLLL-------------------LHHHHHHHHHHHLLLLL-LEEELLLLLLL----------LHHHHHHHHHHHHLLEEELLLLLLLHHLL-HHHHHHHLLLL----------------------------------------------------------------------------------------------------LLEEELLLLEELL--------EEELHHHHHHHHHHLLLEEEELLLLLEEEELL----LEEEE-LLLLL---LLLLEEELLL---LEEEELLL---------
0038 1wao1   LLLLEEEEELLLLL-------------------LHHHHHHHHHHHLL-LLLLEEEELLLLLL----------LHHHHHHHHHHH-LLEEEELLLLLLHHHH-HHHHHHHLLLL-----------EEEEL------------------------------------------------------------------------------------LLEEELLLLEELL-------LEEELHHHHHHHHHLLLLEEEELLLLLEEEEHH---HLEEEELLLLLLLL-EEEEEEEELL--EEEEEEEEE---------
0039 2dfjA   ----LEEEELLLLL-------------------LHHHHHHHHHHL-LLLLLEEEELLLLLL-----------LHHHHHHHHHHLHHHEEELLLHHHHHHHHHHL---HHHH--------------EELL-------------------------------------------------------------------------------------LEEEELLLLL-------LLLEE----LLLL----LLLEEEELLLHLLLLLL----LLEEELLLLLLLL---EEEEELL------LLEEEE----------
0040 2nppC   ---LLEEEELLLLL-------------------LHHHHHHHHHHHLL-LLLLEEELLLLLLL----------LHHHHHHHHHHH-LLEEELLLLLLLHHHH---HHHH-HHLL----------LLEE--------------------------------------------------------------------------------------LLEEEELLLEELL-------LLEELHHHHHH-HHHLLLEEEELLLLLEEEELL----LEEEE-LLLLLH--LEEEEEELLL---LLLLEEEE---------
0041 3icfA   LLLLEEEEELLLLL-------------------LHHHHHHHHHHHLL-LLEEEEELLLLLLL----------LHHHHHHHHHHHLLLEEELLLLLLLHHHH-HHHHHHHLLLL----------------------------------------------------------------------------------------------------LLEEELLLLEELL--LLLL--EEELHHHHHHHHHLLLLEEEELLLLLEEEEHH---HLEEEE-LLLLLH-LLEEEEEELLL----LEEEEEE---------
0042 1auiA   ---LLEEEELLLLL----------------LHHHHHHHHHHH-LLLLL--LLEEELLLLLLL----------LHHHHHHHHHHHHLLEEELLLLLLLHHHH-HHHHHH---------------------------------------------------------------------------------------------------------LLEEEELLLL--------LEELELHHHHHHHHHL-LLLEEEELLLLLEEELLLLLL-LEEEE-LLLLL---LEEEEEEEL----LEEEEEEE---------
0043 1g5bB   -HLLLEEEELLLLL-------------------LHHHHHHHHHHH-LLLLLEEEELLLLLLL----------LHHHHHH-----LLLEEELLLHHHHHHHHHLL---HHHL------------------ELLL--------------------------------------------------------------------------------LEEEEELLLLL-------HLLHH-----LLLL---LLLEEEELLLLLLEEEL-----LEEELLLHHHHL---LLLEEEELL--------------------
0044 1emsA   -LEEEEEEELLLL---------------LLHHHHHHHHHHHHHHHHHLLLLEEEELLLLLL-HHHH---HHHHHHHHHHHHHHLLLEEEEEE--EEEE-----------LEEE-------------------------EELL---------------------------------EEEE----EEHHHLLLLLL--LLLL-------------EEELLLLHHHHH--------------LHHHHHHHLLLLEEELLLLLL--HHHHHHLLEEEELLLE------LLLEEEEEEEHHH-------------HHHH
0045 3hkxA   LEEEEEEEEELLL---------------LLHHHHHHHHHHHHHHHHHLLLLEEELLLLHHH-LLHH--HHHHHHHHHHHHHHHLLLEEEEL----LLLLLL-------LEEE--------------------------EELL------------------------------------------LHHHH-LLLL-------------------EEEEELLHHHHH-----------LHHHHHHHHHL-LLLEEEEELLLL--HHHHHHLLEEEEELL-------LLEEEEEEEEL-------------------
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