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gekSct e qurk guet gt At b e AAGLE JATLRAACLERALARARLE SRMELEL AU AL R ELGRRCE RS
Crretatyargastgastasatatqtat aact L aCHT CaaaRAITT 228RAYYCCAT LAY AT AT AT AT
acggTtragagtaraatagyatt t asa AT TATCCARTARCATCCACTCOTCATTCOACCATTTACTICART

MV s W EMNOQSSLDDLUOGQ
ATACACAGCTTTTCANGCCGETCCCEACTETTCTOEANGEANCTETGETOECTTTTTTCATARTATACCCARTAS
Y1ToLFRPUPIULOQGEITULEPFLIIYPI
TGTTTTATICATCEATCOTTCTGTATCOTTTCCAGGARAAT T TTCARGCTCCCTTTCTGACTOTCOTERTERTCE
VFEYEWIUVUYGFEENGFEALGFUVEVVVY
CTACTATACAAATTCTCATATGTCTCTCTTGCTATTCEAGCETCCACATICAGTCTTTCCTGTCOTETTCCTCRE
A1 101 LIcLCCYUSUYHIQETFLSECSS
TTAAAGACCCAATCCAG G TGAGATACTCALAC T TG T TCCCACATCOART AR TCOAT T TTCTCARATTCTTALAS
VEDPIQAGEIUVEUVUPISNNGTSEIUE
TCCATCATACCAMGTCAACCARAAAGECTAGCATACACCCAGATCTOTCOTTTATAT T TCARAAGACTAAGTACA
LHEHETRSTERKEKGSTIHS?DY USFTIGFQRSEKSTY
TTTACCACTGOGACAAGARGTCTITTCACACAATTCACTTCCCARTTACTARRACTTACCACCACTATATCEAT
I YD wWDKKSSFHRTIGEF P ISKTTYEETHD
AT AT CEACCATCALCCCATTCATATTCCACAAAACCACT T TCCARACARTCARATCATARTCETTE.
S KGYVDDGSEALTLIDTIALEERESFGERKENEHNTLH.Y
TTCCCEACTICATCEALCTCTTCALCEALCCAGT AL CACCACCTTTCTTTCTAT ICCAACTATTCTETCTTGEAT
VP EFPHNELGFRGERAITAGPFFUF QUTFCU A
TATCETCTTTACACALATATTCETACTACTCCATATTCACCCTTCTTATCCTTCTCACCTTTCARTCCACCTTAG
LweclLbRY WY YSIFTLVHNLVYTFECT.L
TACAACAACAACTCCCEALCATCOCCCACATCACALACATCOCARAC AL ACCOTACAATATCARTCTCTATAGAL
VooolLGRNHNAGEIREKNGNEEPYNINGVGYR
ATACGACETOECEECAGATANTCAGTCATCAGETCCTACCAGEAGATETAGTETCTCTTATANGATCCACEARTE
WRRUROQINSDOQLLPGDUUSLIRSIN
ACAMTCTAGTTCCTTGTCATATTCTGETCCTCARAGETTCATGEATAGTGEACGAGTCCATETTAMCCEETEAR
DN LUVGPCDIUVLLRGSCIUDESHLTEE
CTCTECCTCALATCALACAACCACTACATAATCACAL AL AT T TARAAC AR AT T TACACCCTCARCTCATEECA
S VP QMNEKSEAVDENEEKNLEKOGNLD?S?EGDG
ABCTACACATGTTGTTTGETCETACAMAGATTCTTCANCATTCCTCTCCTAGEARMAGTACCTCATCAGETETTA
KLHEHNLFGGCITIRIUQHSS SPSESITS S &L
ABBCCCCTEACAMTGEETEEATTEEATATETTATTCEEAMTGECTTTAMTACATCACAAGEARMACTTTTANGAL
KA PDNGCIGYUIRNGTFNITISOQGERLLTER
CIATTCTCTTTCCTCTCALCACACTAACACCCAAC AR TCTTCACACATTCCCATTTATCTTETTCTTCCTIATCT
TILFGVERRVTABNNLGETGFGEFILEFLLTI
AT e EECCECETATCTCTCEATCAACCCCTCTCAACAT CCTCACACCARTACATACARACTATTTT
FAIAASALATYVWIKGCEDT PERNTERGYERLF
TACAATECACATTCAT T T TAACATCACTTCTCCCTCCTCALCTCCCARTACACTTCTCAT TAGCACTCALCACAT
LECTLILTSV VP P ELSPIELSLALVDNT
CATTATTATCTTTATCALAATTACCACTAT T TTCTACACAACCTTTCACAATACCAT TTCCACCARRACTTCARS
S L 1L65LGSKLAVGFC CTETSPGFRIGPFALGERLVYE
TATCCTCTITCEATALCACTCETACACTTACCACTCAT AL T TTACTTCTACAACCTCTCECCOEARTACAGEAC
TccFPDRTGTLTSDNLVYVYGEGVALG TIED
ACAMAGATOCTACAGTCATTCCATTATCTCANGEACCEATCEAGACAATACAAGTCTTGECETCATEICATIETE
HEDAITUIPLSOQAEPNETIQULSASGEGHS
TACTACACTEEACCATC o CTCETCOEACACCCC T TACACARACCTAC TC T AR AACCTCCCCARTCCARCTTCA
1valoppcvvocDpPrilEKATLEREASLAEG HDN.IL
CCAAAGEAGACCCTETCETOCCARAGALACCARAATCACCAGCACTCARAATAGTTCACAGARACCACTTTTCEA
TRGDAVYVPREKGEKSSPGCLEIVERENEHET S
CTGCTCTCALLACAATCTCCETCATAGCAGCCTATC ARG TCALTGAGACAGOT T TTATCOARACCCATTACATAR
S A1 K RWMSYTIAGCYQVYNERGCEFHNETHGYTI
CCACTCTTAMGCCTOCOCCTCARACTATARAGACCATGCTCARAGAGETTCCCACTCAT TACCATCACGTCTACT
S S VEKRGAPETIKTHNLEREVYGPESHTYDEHGV Y
TGACTCTATCECCAACAGCEECECCACTACTOOCATTAGCATATACCALT TTAGCCARATTARCTTCCCARCARL
LT1SRRGCARYILALGYRNLGERKLSSQa
TCAGGGACATCTCTCCAGAACATATAGACTCTGATTTGACTTTTGTTGCCTTTGTTATCATTTCOTETCCCTTER
IRDHNSREDIESDLTEFVGEFVIISCSPL
AGAGTGATICCARAAAAGCGATATCAGARATCETCANTGETTCTCATTCCGTAGTTATGATTACCGGTGACARCE
Ke&DEKEKAIGEIUVNALEHSEUVVNITEGDN
CTCTGACCECETETCACETCECTALAGACCTCALGTTCACTCAGAAGCARGARGTTCTTATTCTAACTGAGAGTE
PLTACHY AKELRFTQKEEYLILTES
AAACTAMGTGOGEATCEACTTCANTAGACGANGANGTCANTCTCCCGETGANTCCGTTCANGACTTCGARGEAGT
5 S KUGCUTSIDEEYNLPYNPFKTSKQ
TGACTTCEAAGTTCCACTTCTCTAT AL ACCECALGCT T TCACCTTCCTCARTGAGCACCATCATALGTTCT TG
LTSEKFDLCITGEGLTEFLNEEREEHE EFHL
TOGAGTTGATGCCTCATATARAGETCT T TGCCACAT T TGCCCCARAACAGAACCACTT TCTACTCOTGOCETTER
L35 1M HTIKYFARTYADPRQKET VYV AL
ACTCGCTOBGATACGTGACGETCATGTGTGETEATOETACARACGACGTOEEABCTCTCARACACGETEACETAR
NELGEYUTLMNCGDGTNDTVGALEKEHGA DY
CTCTAGCAATCCTCOCCALCOCECCCEAGCEACCOCOCCACAACOTTCCAGARGAACCCCCOETCOARCAGECEE
€V AILANASPERDSPRERKVYREETRGZALYEE.A
COCETCECACEAC AL G TCECACEEACECECCAGCCCAGECCECCECARGACTCCOCAGAGCCAT CCAGAGTTEE
PRRTTSRTDARSAEAAARLTERRSABNREL
AGGAMGAGGATATOCAGCTCETCAGGTTGEEAGACGEEAGTGTTGCCBECCCATTEACCAGTEREETETCEARTA
55 5D M QLY RLGCDASYAAEPTFTSRILSS
TATTTTCTATCTGCCACATAATCALGCALGECCECTCCACCCTACTGACAACACTACARATGTTCARGATCTTAG
I FcTICHITIRQGRCTLYTTLOQNSFRTIL
CTCTEAACECCCTCATCTTGoCCTACACTCARTCACTCCTGTACC T TGATGOCATCARGTTCACTGATACTCAGE
AL N ALILAYSOQSUVLYLDGIEKTSDIaQ
CTACGTTGCAGAGTCTCTTGTTAGCTTCATGCTTCTTGTTTATATCCAGATCTAMGCCOCTARAACAGCTATCEA
A1 1L 0sLLLASCEFLEFISRSEEPLEG LS
AACAGCBTCCCCTOOCGANCATATTCANCGTGTACACANTARTGACGETGETCACACAGTTCGEGGTGEACTTCE
K QR PLPNIFNUYYTINITIUVLITIQEFALVUEHT
TOTGTCTCATATACTTGeTGCATGAGGCTACETCOCEETCOCCE0CAMCACATAC ARAGCCOARATTAGACATEE
LCLIYLVEHEALTSRSSPGRDTRKSPERLDHE
ACTTAGCGGAGGACGAGGAGCEAGAGTTCGCGCCCGGCCTO0TCANCAGCACCETGTACATCATCTCARTEICTE
DL AEDEGEREFAPGLLNGETUYIIGEHNSE
TGCAGATATCCACCTTTGCTATTALCTACAGOOCCCAGCCATTCATGEARGETCTCCOCCACARCARGECCETEE
L QTS TFATINYRGEDPFHNEGLRDENGK?PIL
TOTACAGTATAA TG TETCEAGCGECECCETECTOoCECTAGCCECCEECATCTTCCCAGACCTCTCCARTATC!
LY S INLGSGSGAVLALLALALGTEGSPDLESHEH
TCGAAATTGTATGTTTCCCACCTGATTACCCARTTATATTAGTACAAGTAT TGATAGCCEATATGCTGTTCRCET
¥ ETvVcrPDYRIILYQVLIADENTLEFGE
ACCTAGTOGACCEACTETGCCTCATTCTETTCGGCEAGGEECTCAGAACTANGEECACETAGEyactEt acacya
Y LUDRLCLILEFGEG L LERTERLET?
ctttattgetgetastatagyt asat Tttt aCcaCagAtt AGEt ALt gRACAGAT ACE L CARt LG TRRT LT
2880TT ATt AT T T et gt AT Cr aCAcAC T ARt ACACAAAAAT AT GEEQUE T AREE Tt gaRCT T ATt A
tectgecttaactgegtteaactastcasaat oLt eaRgTE LAt AT ACt T AgEAT aRaT ACYCT ACgACRREE.
Eytatattttyttattattattasttttatcaaytogtastoatacaaaacyaagtat ot yasastLytEEaste
4 gYUCATEECgT AT aaaT AT S 8aT T AT 22808880T ACHT L ACEE 4T SE SYUT AT AT SE AL RS SUYY
acggtgtgaccyetcasatatatgtgeatttasgtatgatgyatasat Lyt Cgatyytatttatgasatataat
A R N A A S A SRS A





Figure S3. Nucleotide and deduced amino acid sequences of labial gland ATPase 13A1 from H. zea. The 5′ and 3′ UTRs were lowercased. The start and stop codons were highlighted in bold italic. The expressed region was underlined.
