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TACTARATAACCCTARAATGTTTTTCETGACTTTAGTGTTTTTGTG TGO TTACACARATGRATTTGCGTTACCTT
VLNNDPKMEEVTLYVELCGYTENGEALTE
TCGAAGGOTTOTACAAGTTCGATATARTACACTATARTGAT TTTCATCCTAGAT TTGAAGARACCTCAGTGGACA
FEGLYRKLDTITIBRYSNDEFBHAREEETSUVD
CBCCAACCTCTAGGTACAACAACARTTCTTGCAT TGGCRGCTTTCCCAGGCTTTACCAGGAGATCCACACACTCE
TPTCRYNNNSCGCIGGEPRLYQETILHTHL
TOGAAGAGARACCTGACTCCATAGTCT TGARTGCTCETGACAGTTTCCAGGGTACATACTGGTATACTCTGCTGA
L tE:TRPDSIVLNAGDSTFEQGT YWYTLEL
ACTCGAATCTGACCCAGGAGTTCATGAR T TTGATACCTCATGATGCTCATGCARTCOGCARTCACGARTTTGATG
KWNUTQEGFMNLTIDPHDAENRATILGNEHEEFD
ACGGTCCCGAAGEECTCaCACCaTACCTCTCAGCAT TGARAGCACCAGTGCTGECTGCGARCATGRATACTACTE
DGPEGLAPYLGSALERKAPYVI LAANNDTT
AAGAACCAGTCCTGCAAGGAT TOTATARGCCTCATCACATAGCGGAGAGGARAGGCAGGAAGATCOGATTARTTE
= :PUVLQGELYERDPHEHTIAEREGRETIGLTI
GACTTATTACGCCTGATACTGCGARACTATCATCGCCCRGCAAGETTARGTTCACTGACCCCARGECEECEECCA
G L ITPDTARLSSEPGEREYVEKEFTDE REKA A A

VAGLQUTYNUVIMPEGNRITSUVLLGE
AGTCTACTCCACTGeATGATGAGGARATATAT GGG TGACGECACCAGCATACCTATCTGATCRAGGAGATGRET
@ STPLDDEZGEZIYWUTAPAYLSDGGDSG
TCTCTATOTTCAGAGACGGCARACARAACTCCARAGACATCOGTCRCGATCAGAAGATCCTGEAACTCTACATCA
TsMFRDGEKGQNSKDIGRDG®EKTILELSYHI
CAGCTCATTCaCCTCTGARAATCARAACTGAAGECAGAATCRTTAT TARTAGT TGAS T g2 actastoctactooe
RAHGSDPLEKIKTEGRIUVINS®
castegasttacacagaggagatasacastagagtatieasteatacgeatIIIaTieasgagaetaedgtatae
TTTgTrATErgatieggRstietacgTgRRAtETiEATEIgEEEEereET Lt gTggeTascaCTeEEgTaRET
2gtgrreagrgrracastiigeagrastiiteaatgriTiieactraTasTIgTATCARCGIITETCATARGATT.
trasagastttasgtaeatastaaggeatgTITIeattaataacasagegtengiITItattasaacaattatia
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Figure S1. Nucleotide and deduced amino acid sequences of labial gland apyrase from H. zea. The 5′ and 3′ untranslated regions (UTRs) were lowercased. The start and stop codons were highlighted in bold italic. The amino acid sequence of signal peptide was shown in red. The expressed region was underlined.
