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acatgggggccatttggtgrcttgtctatagratttttaaggttacataatttacgygeggectattegacgece
aagtgeartasattarcasaa A O TOO000CTOTALCTCOOOTTCoAACCOOCCTTTTAGCCOTARACTCETA

ML GAUVERUVGEEGLLAVESY
BCTGAGAAAACCCTAACCEARTETOOCALAATCOCCACTOTOTCOECCATCALC AR AAGCATTATGCAGC TARL
A E KT LTECGERIATUV GEAINEKERDGTYAHAER
BCCECCECTEoCALAGEECAACETALGCTACTCCCTCTTATCOCTCCCCTACTCEACCTTCACTTCCARCACAAC
5 A A C KRG OQGCEUUAUVIGAUVUDUGQTFEDN
Ao TCCT AL TECTCTCEALCTAC AL ACCECCALCCCCCECTCCTCCTCCACCTCCCCCAGCACTTE.
L PP T LN ALSEYQNRGDPRLVLEVALQEHL
A e TCC e AL CATC o TATCEACCETACCCACCCTC TCETCCECCECCACCCCETACAACACTS
G BN TVRTIANDGTEGLUYRGL RV QDC
BT AT e AT e TEEEC e EEACACCCTCCECCECATCATCALCCTCATCCCTCAGCCCATCEAS
5 P I RIGPVGAERTLGRIINYTIGETSPTID
A CATCCCCACTEAC A CACCOCCECCATCCACCCCCACCCCCCTCACTTCETAGACATETCTETC
E RGP IPTDKTASALTLEHSGATESATSDEEFVDHSEYV
AT T e TCACCEECATC AL G e T CETCEACCTECTCECCCCCTACCCCALCECACCARACATCEC
Q08T LVTOGTIKRKYVYDLLADPEYARKSGEGERTISG
TG ECTECACTCEETAACACTETACTCATTATCEACC TEATCALC AL CCTCCCCALCECTCACEE
L FGGAGVGRKTOVLINELTEIENENLGVEGAERESAER.GE
CTTACTCCET T T ECCEEACTEEECEACCCTACCCCTCACCETALCCACTTCTACCAGEARATCAT TCACTCT
G Y s VF AGVGERTREGNDLYQESHTIGES
CCACTCATCTCCCTCALCEACAACACCTCCALCCTATCTC T TCTCTATCCTCACATCARCCAGCCCCCCEECECE
© VIS LEKDEKTSKUYSLVYGCQHUN EDPDP G A
CCTECCCETETCECTCTEACTECTCTCACCETTCCTCALTACTTCCCTCATCACCACCCACACEATETECTECTE
R ARV ALTGLTVAESGYSFRDOGQELGQD VY LI
TTCATTICACAACAT T T TCCET T TCACCCACCCTCCTTCTCACCTCTCTCCCCTCCTCEETCETATCCCCTCTELT
F T DN TFRFTQAGSSE VS ALLGRTIDSPS &
CTACCTTACCALCCCACCTTEECCACTCACATCCCTACCATCCAGEACCCTAT TACCACCACCAACARGEEATCE
VoYaoPTLAITDNGITINGERTITTITITEREDG GS
ATCACCTCTGTGCAGGCTATCTACETGCCTEETCATCACTTGACTGACCETGECCCTGECACEACETTTGETEAS
T TSV QAT YVDPADDLTDODPADPATT &R
TTCEACECCACCACTETACTETCCCCTCCTATTCCTCACCTCCCTATCTACCCTCCTCTCEACCCTCTCEACTCT
LD AT TVLGSRATLEATELG GTIGTYP AVDPLDS
ACCTCCCBTATCATGEACCCCAMCATTATTCEAGCTCAGCACTACAACGTTGECCETGETETCCABAMBATEETE
TS RINDOPNTITIGCAESHTYNUVARGUYQKTIL
CAGCACTACAACTCACTCCAGCACATTATTCCTATCCTCCCTATCEATCACTTCTCTCALCAACAT AAGCTCAT
@b YRS LQDTITIATLGHDE LSS DKLT
e CCETALCATCCACACC T TC T TCT TTCACCCTTTCCAACTCECTCAGETCTTCACTCEACACEET
VAR ARKIQRTFLT QFPFQULAELUT TG HA
AT TEETCCCCCTTCACCALACTATCALCECCTTCTCTARAATCCTCCACCCCCACTATCATCATCTACCT
© K1V LEETIKGSFSKILOGE YD DEHLS?P
CAACTAGCCTTCTACATCCTTCCACCCATTCACCALC T TCTCECTAACECCCARACCCTOOCCARCTCO RS e
BV AFYHNVGSPIEEVUVARZATETLSAERS?
aceggagagagat Tt gagIcagIcaceant AT ARt cegt ARt CATE T QT T ggtacat gt AT geat gagasay
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Figure S2. Nucleotide and deduced amino acid sequences of labial gland ATP synthase from H. zea. The 5′ and 3′ UTRs were lowercased. The start and stop codons were highlighted in bold italic. The expressed region was underlined.
