Figure S13. Comparison of the number of reads returned for libraries prepared by
(A) ligating an adapter pool to DNA fragments and (B) ligating individual adapters
to DNA fragments. Although the number of reads are different between runs, note
that variance is much higher (>2 orders of magnitude) in (A). Additionally, some
adapters (e.g., BFIDT-012) performing poorly in (A) function well in (B).
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