Table S5. Details of ITS sequences of fungal isolates recovered by CD method

	Sum
(%)a
	OTUb
	Accession no.
	Best BLAST hit
Taxon                                 Phylum               Class                      Scorec            Acc. no.d 
	%Similiaritye


	0.25
	38249-2
	KC008730
	Phoma sclerotioides
	Ascomycota
	Dothideomycetes
	726
	FJ179161
	99

	0.25
	38249-8
	KC008734
	Mortierella stylospora
	EDFL
	Zygomycetes
	507
	JX976086
	88

	0.25
	38251-R1
	KC008746
	Arthroderma silverae
	Ascomycota
	Eurotiomycetes
	608
	AJ877216
	89

	0.25
	38254-S4
	KC008757
	Mortierella fimbricystis
	EDFL
	Zygomycetes
	904
	JX976069
	95

	025
	38253-R3
	KC008754
	Neonectria ramulariae
	Ascomycota
	Sordariomycetes
	854
	AY781232
	98

	0.25
	39147-S1
	KC008820
	Pleosporales sp.
	Ascomycota
	Dothideomycetes
	767
	HQ713762
	99

	0.25
	39142-S4
	KC008804
	Dothiorella gregaria
	Ascomycota
	Dothideomycetes
	793
	AB470899 
	100

	0.25
	6777-S7
	KC008970
	Aphanocladium album	
	Ascomycota
	Sordariomycetes
	545
	KC291734
	90

	0.25
	6805-S1
	KC009082
	Bionectria ochroleuca
	Ascomycota
	Sordariomycetes
	817
	JN002172 
	99

	0.25
	41559-3
	KC008871
	Simplicillium lanosoniveum
	Ascomycota
	Sordariomycetes
	701
	KC172069
	92

	0.25
	6717-S1
	KC008872
	Verticillium leptobactrum
	Ascomycota
	Sordariomycetes
	881
	EF641870
	99

	0.25
	6811-S2
	KC009105
	Beauveria bassiana
	Ascomycota
	Sordariomycetes
	872
	KC753398 
	100

	0.25
	6806-S6
	KC009090
	Podospora sp.
	Ascomycota
	Sordariomycetes
	647
	AY999127
	93

	0.25
	39144-S6
	KC008813
	Leotiomycetes sp.
	Ascomycota
	Leotiomycetes
	641
	AB190398
	99

	0.25
	39144-S2
	KC008810
	Candida pseudoglaebosa
	Ascomycota
	Saccharomycetales
	915
	NR_111588 
	99

	0.25
	*6811-S1
	KC009104
	Mortierella alpina
	EDFL
	Zygomycetes
	1013
	KF313129
	100

	0.25
	41554-2
	KC008862
	Mortierellales sp.
	EDFL
	Zygomycetes
	1033
	DQ865089
	100

	0.25
	6806-R5
	KC009093
	Mortierellaceae sp.
	EDFL
	Zygomycetes
	939
	JX975843
	99

	0.25
	6803-R5
	KC009072
	Mortierella histoplasmatoides
	EDFL
	Zygomycetes
	939
		
	HQ630309



	99

	0.25
	39141-S5
	KC008799
	Trichophyton terrestre
	Ascomycota
	Eurotiomycetes
	1016
		
	EF568097



	99

	0.25
	*6797-R1
	KC009053
	Mortierella sarnyensis
	EDFL
	Zygomycetes
	902
		
	JF311973



	97

	0.25
	38268-S2
	KC008781
	Mortierella sp.
	EDFL
	Zygomycetes
	490
		
	JX975922



	86

	0.25
	*6786-R3
	KC008990
	Mortierella polycephala
	EDFL
	Zygomycetes
	1029
		
	JX975900



	100

	0.25
	41547-1
	KC008844
	Cryptococcus fragicola
	Basidiomycota
	Tremellomycetes
	730
	AB035588
	100

	0.25
	6794-R4
	KC009032
	Holtermanniella watticus
	Basidiomycota
	Tremellomycetes
	870
		
	JQ857031



	100

	0.25
	39142-S2
	KC008802
	Mucor luteus
	EDFL
	Zygomycetes
	929
		
	NR_103614



	97

	0.25
	41549-4
	KC008849
	Mucor flavus
	EDFL
	Zygomycetes
	1026
	JN206049
	98

	0.25
	*6805-R2
	KC009087
	Mucor flavus
	EDFL
	Zygomycetes
	1110
		
	JN206061



	99

	0.25
	41544-1
	KC008832
	Mortierella fimbricystis
	EDFL
	Zygomycetes
	785
	JX976069
	93

	0.25
	6815-R3
	KC009121
	Umbelopsis isabellina
	EDFL
	Zygomycetes
	996
	JF303862
	99

	0.25
	41548-3
	KC008848
	Leuconeurospora pulcherrima
	EDFL
	Zygomycetes
	900
		
	KF049206



	99

	0.25
	6791-R1
	KC009010
	Penicillium griseofulvum
	Ascomycota
	Eurotiomycetes
	867
	DQ339549
	99

	0.25
	*6717-R1
	KC008874
	Mortierella hyalina
	EDFL
	Zygomycetes
	822
		
	JX975983



	97

	0.25
	*6807-S2
	KC009095
	Penicillium quercetorum
	Ascomycota
	Eurotiomycetes
	819
	AY443471
	98

	0.25
	39143-R1
	KC008808
	Botryotinia fuckeliana
	Ascomycota
	Leotiomycetes
	815
		
	KF802809



	99

	0.25
	6763-S6
	KC008950
	Oidiodendron tenuissimum
	Ascomycota
	Leotiomycetes
	734
	NR_111036
	95

	0.25
	6806-S2
	KC009089
	Penicillium glabrum
	Ascomycota
	Leotiomycetes
	883
		
	JX140803



	99

	0.25
	6789-S4
	KC008996
	Penicillium miczynskii
	Ascomycota
	Leotiomycetes
	915
	JN617670
	100

	0.25
	6808-S5
	KC009098
	Oidiodendron sp.
	Ascomycota
	Leotiomycetes
	695
	NR_111036
	94

	0.25
	6765-S8
	KC008957
	Penicillium tularense
	Ascomycota
	Leotiomycetes
	806
	KC427195
	98

	0.25
	6804-R2
	KC009078
	Hypocrea viridescens
	Ascomycota
	Sordariomycetes
	893
		
	KJ482546



	100

	0.25
	6719-S4
	KC008877
	Zalerion varium
	Ascomycota
	Sordariomycetes
	832
		
	KF156329



	100

	0.25
	6743-R2
	KC008924
	Neobulgaria sp.
	Ascomycota
	Leotiomycetes
	845
	HM051080
	98

	0.25
	41558-2
	KC008869
	Doratomyces sp.
	Ascomycota
	Sordariomycetes
	898
	FJ914706
	99

	0.25
	6727-S1
	KC008889
	Chrysosporium vallenarense
	Ascomycota
	Eurotiomycetes
	527
		
	NR_077139



	85

	0.5
	6785-S7
	KC008978
	Auxarthron umbrinum
	Ascomycota
	Eurotiomycetes
	749
		
	NR_111136



	96

	0.5
	38250-S5
	KC008742
	Geomyces pannorum
	Ascomycota
	Leotiomycetes
	924
		
	DQ494320



	99

	0.5
	*38273-R2
	KC008788
	Chaetomium crispatum
	Ascomycota
	Sordariomycetes
	811
	JQ864439
	98

	0.5
	39144-S4
	KC008812
	Penicillium vulpinum
	Ascomycota
	Leotiomycetes
	564
		
	FJ004321



	100

	0.5
	6785-S5
	KC008977
	Myxotrichum sp.
	Ascomycota
	Leotiomycetes
	708
		
	AF062815



	94

	0.5
	6724-S1
	KC008883
	Chrysosporium sp.
	Ascomycota
	Eurotiomycetes
	603
	HF548536
	87

	0.5
	*38252-S1
	KC008748
	Kernia pachypleura
	Ascomycota
	 Sordariomycetes
	725
	DQ318208
	97

	0.5
	*39141-S1
	KC008796
	Hypocrea pachybasioides
	Ascomycota
	Sordariomycetes
	941
	FJ860796
	100

	0.5
	6817-S4
	KC009125
	Mucor hiemalis
	EDFL
	Zygomycetes
	913
		
	JX976246



	97

	0.75
	6747-R2
	KC008936
	Trichosporon shinodae
	Basidiomycota
	Tremellomycetes
	730
	AB180201
	99

	0.75
	*6743-S5
	KC008923
	Guehomyces pullulans
	Basidiomycota
	Tremellomycetes
	896
		
	KC009015



	99

	0.75
	39150-R1
	KC008833
	Mortierella cf. gamsii
	EDFL
	Zygomycetes
	976
	JX975892
	99

	0.75
	39150-R2
	KC008834
	Tetracladium sp.
	Ascomycota
	Mitosporic Ascomycota
	826
	KC180672
	99

	0.75
	41544-4
	KC008840
	Mortierella dichotoma
	EDFL
	Zygomycetes
	863
	JX975842
	99

	1.0
	6719-S5
	KC008878
	Mortierella hyalina
	EDFL
	Zygomycetes
	1022
	JX975928
	100

	1.0
	38264-S4
	KC008778
	Kernia sp.
	Ascomycota
	 Sordariomycetes
	604
	DQ318208
	97

	1.25
	*39148-S1
	KC008723
	Cladosporium cladosporioides
	Ascomycota
	Dothideomycetes
	841
	KJ598781
	100

	1.25
	38258-S2
	KC008767
	Fusarium merismoides
	Ascomycota
	 Sordariomycetes
	861
	KC427027
	100

	1.5
	6804-S1
	KC009075
	Hypocrea viridescens
	Ascomycota
	Sordariomycetes
	893
	KJ482546
	100

	1.5
	38253-S4
	KC008752
	Mortierella amoeboidea
	EDFL
	Zygomycetes
	1042
	JX976068
	100

	1.5
	*6792-S4
	KC009014
	Penicillium brevicompactum
	Ascomycota
	Leotiomycetes
	905
	AY373899
	100

	1.5
	*38255-S2
	KC008761
	Mucor hiemalis
	EDFL
	Zygomycetes
	1003
		
	KF944455



	100

	1.5
	41548-1
	KC008847
	Cadophora fastigiata
	EDFL
	Zygomycetes
	889
		
	EU484297



	95

	1.5
	38261-R2
	KC008775
	Mortierella gamsii
	EDFL
	Zygomycetes
	926
		
	JX975984



	98

	1.5
	38259-R2
	KC008769
	Helicostylum elegans
	EDFL
	Zygomycetes
	1029
		
	AB113014



	99

	1.75
	6717-S3
	KC008873
	Phaeothecoidea sp.
	Ascomycota
	Dothideomycetes
	604
		
	KC460848



	93

	2.75
	*39147-R4
	KC008822
	Helicostylum pulchrum
	EDFL
	Zygomycetes
	876
		
	JN206053



	99

	2.75
	38273-S4
	KC008787
	Mortierella jenkinii
	EDFL
	Zygomycetes
	965
	JX975849
	99

	3.0
	*38250-S1
	KC008739
	Penicillium swiecickii
	Ascomycota
	Leotiomycetes
	787
	AM236585
	99

	3.25
	38250-S2
	KC008740
	Mortierella sp.
	EDFL
	Zygomycetes
	843
		
	JX976069



	95

	3.25
	6785-S3
	KC008975
	Debaryomyces maramus
	Ascomycota
	Sordariomycetes
	989
	AJ586525
	99

	3.25
	38254-R3
	KC008759
	Geomyces sp.
	Ascomycota
	Leotiomycetes
	658
	NR_111872
	93

	3.5
	*38252-R2
	KC008750
	Oidiodendron truncatum
	Ascomycota
	Leotiomycetes
	852
		
	FJ914713



	99

	7.5
	*38263-S2
	KC008776
	Trichosporon dulcitum
	Basidiomycota
	Tremellomycetes
	693
	NR_073248
	100

	13.25
	*38251-S3
	KC008745
	Geomyces pannorum
	Ascomycota
	Leotiomycetes
	833
	KC461530
	100

	21
	38249-4
	KC008731
	Penicillium griseofulvum
	Ascomycota
	Leotiomycetes
	743
		
	JX091405



	99


aRelative abundance for the combined libraries, which was used to sort the entries
bOTUs were characterized by Mothur program [1], the OTU is ≥97% similar to a fungal isolate
cBLASTN [2] score value
dAccession number of the closest database match
eLevel of similarity for pairwise alignments with the closest match, using the Martinez-Needleman-Wunsch algorithm [2]
[bookmark: _GoBack]*Common OTUs identified from ITS2, ITS, and LSU sequences 
