Table S9. List of common OTUs identified by CD and CI methods 
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a One representative strain (from the CD method) and one representative clone (from the CI method) is presented for the 13 shared OTUs. b Abundance indicates the number of strains or clones for each OTU in the entire data set. c BLASTN score. d Accession number of the closest database match. EDFL, early diverging fungal lineages.
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6724-S7 KC009184 LSU 16 D08-05 JX534778 LSU 11 Pseudogymnoascus destructans Ascomycota 444/524 GU944945 99-100

6732-R4 KC009199 LSU 13 D04-13 JX534682 LSU 27 Trichosporon dulcitum Basidiomycota 996/993 JN939493 100

38252-S2 KC009141 LSU 14 D05-01 JX534697 LSU 1 Geomyces pannorum Ascomycota 961/835 GU951689/GU951691 98-100

38275-R2 KC009340 ITS 11 S02-21  JX675069 ITS 43 Helicostylum pulchrum EDL 704/1076 AB614353 99-100

39141-S3 KC009341 ITS 53 S12-06  JX534908 LSU 2 Cladosporium cladosporioides Ascomycota 524/525 JX077073/JQ388759 99-100

39144-S5 KC009348 ITS2 53 S06-15  JX675148 ITS 1 Penicillium brevicompactum Ascomycota 625/814 AY37398/HM469408 99-100

6730-R5  KC009412 ITS 13 D07-23 JX534761 LSU 3 Fusarium merismoides Ascomycota 535/918 EU860057 99-100

6747-R4 KC009441 ITS 30 D07-06 JX534746 LSU 1 Guehomyces pullulans

Basidiomycota

682/531 AF444417/FR774553

99-100

41557-1  KC009376 ITS2 5 D01-04  JX534605 LSU 1 Doratomyces stemonitis

Ascomycota

518/516 JN104543/DQ836907

99-100

38273-R2 KC009334 ITS 2 S05-30  JX675132 ITS 7 Chaetomium sp.

Ascomycota

854/486 GU934510

99-100

6793-R1  KC009243 LSU 14 S05-13  JX675117 ITS 1 Thamnidium elegans EDFL 1092/630 AB614353/AB113025 99

6734-R6 KC008918 ITS 3 S06-17  JX675149 ITS 3 Mortierella cf. gamsii EDFL 989/1023 HQ630307 100

6794-S4 KC009029 ITS 13 S02-16  JX675066 ITS 1 Debaryomyces hansenii Ascomycota 566/1021 HE681099 100

Culture-dependent Culture-independent Best BLAST hit


