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, Acidobacteria; , Actinobacteria; , Armatimonadetes; , Bacteroidetes; , Candidate division TM7; , Chloroflexi; 

, Cyanobacteria; , Elusimicrobia; , Fibrobacteres; , Firmicutes; , Gemmatimonadetes; , Nitrospira; 

, Planctomycetes; , Alphaproteobacteria; , Deltaproteobacteria; , Gammaproteobacteria; , Betaproteobacteria; 

, Spirochaetes; , Tenericute; , Verrucomicrobia; , Unclassified 


