Table S1 HET-S/s variant phenotype correlation to calcein leakage and TM prediction.

Genotype het-S het-S het-S het-s het-s

(A23D) (H33P) (D23A,H33P)
Phenotype [Het-S] [Het-S°]* [Het-s] [Het-s] | [Het-S]
™ prediction2 + - + - +
Calcein leakage + - - - +

" This phenotype is an unstable [Het-S] that spontaneously or after contact with [Het-s] converts to [Het-s][1].
? Results of the TMHMM algorithm predictions for residues 1-38 of the proteins.
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