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S6 Fig. Reverse-transcription PCR analysis of gene expression in wild-type,
mcmd1A, mcmd1A hop2A, and pamd1A cells in meiotic prophase.

Left panel: Expression of MCMD1, HOP2, PAMD1, and TWI1 was investigated by
RT-PCR, using cDNA samples generated from total RNAs of wild-type (WT),
mcmd1A, memd1A hop2A, and pamd1A cells at four hours after induction of meiosis.
To ensure that PCR products were amplified from cDNAs, primer pairs that bind to
adjacent exons were used for PCR. PCR products amplified from Tetrahymena
genomic DNA (WT-gDNA) were used as controls for the size of intron-containing DNA
fragments. The asterisk indicates absence of gene expression. Right panel: PCR
product size information. TWI1 served as a control for the correct staging of samples.
PCR primer sequences are listed in S3 Table.



