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Supporting figure 3. Correlation between the effects (OR) found in the NXC-GWAS 

and the reported effects for the 16 SNPs previously found to associate with CRC risk. 

The blue line represents perfect correlation. The green line indicates the correlation 

excluding the outlayer rs16969681 (red circle). This SNP was originally reported in 

the UK2 GWAS with an OR of 1.247, that reached GWAS significant after meta 

analysis with other Northern Europe GWAS but was not replicated in the Epicolon 

GWAS of Southern Europe. The coefficient of determination (R2) and p-value 

(Pearson’s P) of the correlation are indicated. Without excluding the rs16969681, the 

coefficient of determination and p-value were 0.28 and 0.035, respectively. 


