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Figure S4 (continued)
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Figure S4 (continued)
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Figure S4 (continued)
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Figure S4 (continued)
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Supplemental Figure 9 (continued)
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Figure S4 (continued)
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Figure S4 (continued)
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Figure S4 (continued)

Genotype Associated CpG Methylation Heterozygote ASM Probability
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Supplemental Figure 9 (continued)
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Figure S4 (continued)
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Supplemental Figure 9 (continued)
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Figure S4 (continued)
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Supplemental Figure 9 (continued)
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Figure S4 (continued)
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Supplemental Figure 9 (continued)
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Figure S4 (continued)
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